
logo MKKRSVKFWLAALTASGVAVLLGSAVAGAVLVAACSSGKNSGNKEATKPASNTKSPGVTTYAGYVFYNSLSDPVESTLDYTIVTSGNNTVGSPTKQTSAIVTVGTNVGI
VDGLLMENADQKY

NTDB id 64502 SMSK321 RS06585 WP 000747540.1 MKKRVFL.ATSVAVLSAAVLVACSSGNGNKEATKPATKPVTYAYVFSLDPVTLDYTVSGNVSTKQITGNVIDGLLENDQY 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS........STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKY 72
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS........NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKY 72
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS........NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKY 72
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logo GNLVPSVAEDWTSVSQKDGLTYTYKIRQKGI
VKWYTNSDEGEEYGADENVKTAQKDFVTGLKHAADGKSKSAQGAGI

LYLVQDS IKAGLDSDYVLNSGAKTTNTK
NTDB id 64502 SMSK321 RS06585 WP 000747540.1 GNLVPSVAEDWTVSKDGLTYTYKIRQGVKWYTNEGEEYGEVKAQDFVTGLKHAADKKSQALYLVQDSIKGLDDYVNGKTT 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GNLVPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANK 152
NTDB id 324 STU RS16140 WP 011226306.1 GNLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNK 152
NTDB id 292 STER RS06940 WP 011681419.1 GNLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNK 152
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logo DFSTNVGVKATIDEDYTVLVQYTLNKHKQPESPFYWNSKTTMYGSVLLASFPVSNGEDFLAKSNKGDKDFGKASTDVPTS I LYNGAPYFLLKGSLTSAKSS I EMLTVK
NTDB id 64502 SMSK321 RS06585 WP 000747540.1 DFSTVGVKATDDYTVVYTLNHPESFWNSKTTMGVLAPVSGDFLASKGDDFGKATDVTSILYNGAYLLKGLTSKSSIEMTK 239
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DFSNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTK 232
NTDB id 324 STU RS16140 WP 011226306.1 DFSNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVK 232
NTDB id 292 STER RS06940 WP 011681419.1 DFSNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVK 232
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logo NQEHNYWDKQKNVFHI
FDDAIKFLSFYFYDGQSDAQEDSALEGVRGFDTEDGHAYPSNALFAPRLVYFKPNTSASNYESARSLVKEEKKYKDNI FVYYGTQAQPRGGAGSVTFSYAMI SGTVINLIDRVQS

NTDB id 64502 SMSK321 RS06585 WP 000747540.1 NQNYWDKQNVFIDDIKLSFFDGQDADSLGRGFDEGHYPAAPLFKNSANYERLKEKYKDNIVYGQQRGGVFYMSTNIDRVS 319
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NENYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQS 312
NTDB id 324 STU RS16140 WP 011226306.1 NEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQS 312
NTDB id 292 STER RS06940 WP 011681419.1 NEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQS 312
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logo YNKFHYSTAKTKSTDAVSEKTSSTKKALLNKDFRQSALIANFAAIDRTKAAYVQSQMVI FNGDKEDVGAAPTRLGKALVRTNSLFTVPPSTDFVQSVAGDQKSTFGQDVLTVKTI
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NTDB id 64502 SMSK321 RS06585 WP 000747540.1 YNHTAKTSDVEKSSTKKALLNKDFRQALAFAADRKAAVSQVFGDEVAPRKLRTSFTPPTFVQVGDQSFGQVTKIELDKLD 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YKFSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYG 392
NTDB id 324 STU RS16140 WP 011226306.1 YKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYG 392
NTDB id 292 STER RS06940 WP 011681419.1 YKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYG 392
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NTDB id 64502 SMSK321 RS06585 WP 000747540.1 NVWKDVSLDDAQDSLHNVDKAKAKFESAKKTLQADGVQFPIHLDLPVSSTQTDFIHQAQSYKQSIEEALGSENVVVDIQQ 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DEWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQ 472
NTDB id 324 STU RS16140 WP 011226306.1 DEWSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQ 472
NTDB id 292 STER RS06940 WP 011681419.1 DEWSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQ 472
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NTDB id 64502 SMSK321 RS06585 WP 000747540.1 VSDDELGNMTVLATSNNNVDWDINVNSGWSPDYADPSTYLDVFDPTSGPSLLGSLGVAPGTDNQAIKTVGLDKYKGLIDD 559
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYD.DPNNAAAAQVGLKDYDALLDS 551
NTDB id 324 STU RS16140 WP 011226306.1 LSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNS 551
NTDB id 292 STER RS06940 WP 011681419.1 LSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYD.DPNNAAAAQVGLKDYDALLNS 551
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logo ANASEKTSTDLQNAKVRYSDKRYAKQAQAWLTEDSASLVIPVLHTSVDGGNAGQAAMPALVVITSKRKLVTLPGFSTGADSGMLWQI
VGDKTNGSSDSNNDSYFYIKYLVKLPQDEKI

VVTSKKEMYDE
NTDB id 64502 SMSK321 RS06585 WP 000747540.1 ANSEKTDLQKRYSKYAKAQAWLTDSALVIPVHSDGAQ.MLVTKKVLGSGADGWIGDKTG.DNSYKYLKLQDKIVTSKEMD 637
NTDB id 475 HSISS4 RS07005 WP 021143809.1 AASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYE 630
NTDB id 324 STU RS16140 WP 011226306.1 AASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYE 631
NTDB id 292 STER RS06940 WP 011681419.1 AASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYE 631
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NTDB id 64502 SMSK321 RS06585 WP 000747540.1 EFRKKFADEKGKSNADYQKNLDRHIQD 664
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QSREKWLKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 QSREKWLKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 QSREKWLKEKKESNEKAQKDLEKHVK. 657
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