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NTDB id 421 SGO RS10260 WP 012131060.1 ............................................MKFRKQHYRAQVDTRDCGVAALAMIFGYYGSYFSLA 36
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 483 SM12261 RS00275 WP 000668315.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 247 KZH43 RS00220 WP 000668290.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 206 SPD RS00235 WP 000668290.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 171 SPR RS00230 WP 000668290.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 131 SP RS00255 WP 000668284.1 ............................................MKFGKRHYRPQVDQMDCGVASLAMVFGYYGSYYFLA 36
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 ............................................MLRFRKTFVPQVDMMDCGVAALASISRYYGSDYSLA 36
NTDB id 358 SMU RS01425 WP 002263523.1 MKQVIYVVLIVIAVNILLEIIKRVTKRGGTVSSSNPLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKHYGSNYSIA 80
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NTDB id 421 SGO RS10260 WP 012131060.1 TLREKAKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIHIADPDPQ 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIHIADPDPG 116
NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 HLRELTKTTKEGTTALGLVQAAKKMGFETRAIQADMSLFEIKDISYPFIVHVAKDGRLQHYYVVYKNKKNHLIIGDPDPS 116
NTDB id 358 SMU RS01425 WP 002263523.1 YLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPS 160
consensus *!!!**!!***!!!!!!*!**!****!!!!***!!!*!!*******!!**!**!***!*!!!!!*********!*!!!!*

logo VRKI
M
V
LTRKI

M
L
S
P
K
R
K
E
G
RFQAEKQSEEWTGI

L
V
A
T
I
LFFLMAPEQSPANSDYKPSYHQKGDEEKQKNGLSLADNSLFFVIPLI IL IFVKQKRASGLMITAYNI IV I

LASTFL ILVTLVIDNI LVGSYYLQGVS I LIDETY
NTDB id 421 SGO RS10260 WP 012131060.1 VKMTKISRERFEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYYLQSIIDTY 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYYLQSIIDTY 196
NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 171 SPR RS00230 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 131 SP RS00255 WP 000668284.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 VRITRMSKKGFEKEWTGVALFFAPEPSYKPYKDKKNGLLALVPLIFKQRSLITNIVLASFLVTLINILGSYYLQVILDEY 196
NTDB id 358 SMU RS01425 WP 002263523.1 VKVTRMSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYLQGILDEY 240
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VFEQTHLPMSFFATRQRTGEVITVSRFSTDANQRS I I
NTDB id 421 SGO RS10260 WP 012131060.1 VPDHMKTTLGMISIGLIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRII 276
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 483 SM12261 RS00275 WP 000668315.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 247 KZH43 RS00220 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 206 SPD RS00235 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 171 SPR RS00230 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 131 SP RS00255 WP 000668284.1 VPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 IPNQMQSTLGIISIGLVVTYILQQMMNFAREYLLTVLSQRLTIDVVLSYIRHIFELPMSFFATRQTGEVTSRFSDANSII 276
NTDB id 358 SMU RS01425 WP 002263523.1 IPDQLISTLGMITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRFTDANQII 320
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NTDB id 421 SGO RS10260 WP 012131060.1 DALASTILSIFLDVSIVSIIAIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSIIEDINGIET 356
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 483 SM12261 RS00275 WP 000668315.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 247 KZH43 RS00220 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 DALASTILSVFLDVSILMIVGGVLLLQNRNLFWLVLYSIPIYLIIVYTFMKPFEKMNHDVMQSNAMVSSAIIEDINGIET 356
NTDB id 358 SMU RS01425 WP 002263523.1 DAVASTIFSIFLDMTMVILVGGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSIIEDINGMET 400
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MSVLGQL ITFYNAMTLLSVYFSTTN
NTDB id 421 SGO RS10260 WP 012131060.1 IKSLTSEKQRYQKIDKEFVTYLKKSFAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITYNTLLVYFTN 436
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 483 SM12261 RS00275 WP 000668315.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 247 KZH43 RS00220 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 206 SPD RS00235 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 171 SPR RS00230 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 131 SP RS00255 WP 000668284.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 IKSLTSEEVRYQKIDSDFVGYLDNSFKLSRLSILQTSIKQGAQLILNVLILWTGAQLVMANTISVGQLITFNMLLSYFTT 436
NTDB id 358 SMU RS01425 WP 002263523.1 IKSLTSESARYQNIDSEFVDYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQLITFNALLSYFSN 480
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NTDB id 421 SGO RS10260 WP 012131060.1 PLENIINLQTKLQSARVANERLNEVYLVKSEFEEKKL.IKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIPAGSKTSF 515
NTDB id 511 SMSK321 RS10730 WP 000668322.1 PLENIINLQTKLQTAQVANNRLNEVYLVTSEFEEKKT.VEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIPQGSKVAF 515
NTDB id 483 SM12261 RS00275 WP 000668315.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKT.VEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIPQGSKVAF 515
NTDB id 247 KZH43 RS00220 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAF 515
NTDB id 206 SPD RS00235 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAF 515
NTDB id 171 SPR RS00230 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAF 515
NTDB id 131 SP RS00255 WP 000668284.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKT.VEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAF 515
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 PLENIINLQTKLQSAKVANARLNEVYLVDSEFQTFQENPYQEQLLKGDITVSDLSYKYGFGRDALSDINLTIKQGEKVSF 516
NTDB id 358 SMU RS01425 WP 002263523.1 PIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGD.LSENSFLDGDISFENLSYKYGFGRDTLSDINLSIKKGSKVSL 559
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NTDB id 421 SGO RS10260 WP 012131060.1 VGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLNQLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQEDILRAV 595
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAV 595
NTDB id 483 SM12261 RS00275 WP 000668315.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQEDILRAV 595
NTDB id 247 KZH43 RS00220 WP 000668290.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAV 595
NTDB id 206 SPD RS00235 WP 000668290.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAV 595
NTDB id 171 SPR RS00230 WP 000668290.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAV 595
NTDB id 131 SP RS00255 WP 000668284.1 VGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQEDILRAV 595
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 VGVSGSGKTTIAKLLVNFYKPYKGTISLNGQNIDQLDKRSLRQFINYLPQQSYVFSGSLLDNLTLGADPSVVQEDILKAC 596
NTDB id 358 SMU RS01425 WP 002263523.1 VGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTSQEDIIRAC 639
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NTDB id 421 SGO RS10260 WP 012131060.1 ELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIIDNLMVL.DKTIIFI 674
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPILILDEATSSLDILTEKRIVDNLMAL.DKTLIFI 674
NTDB id 483 SM12261 RS00275 WP 000668315.1 ELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLMAL.DKTLIFI 674
NTDB id 247 KZH43 RS00220 WP 000668290.1 ELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFI 674
NTDB id 206 SPD RS00235 WP 000668290.1 ELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFI 674
NTDB id 171 SPR RS00230 WP 000668290.1 ELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFI 674
NTDB id 131 SP RS00255 WP 000668284.1 ELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFI 674
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 DIAEIRQDIEQMPMGFQTELS.DGAGLSGGQKQRIALARALLTKSRVLILDEATSGLDVLTEKKVVDNLLQLTDKTIIFI 675
NTDB id 358 SMU RS01425 WP 002263523.1 EIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISNLLQMTEKTIIFV 718
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NTDB id 421 SGO RS10260 WP 012131060.1 AHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 AHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 AHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 AHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 AHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 AHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 AHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 64491 STRSA0001 RS01085 WP 002883725.1 AHRLSIAQRTHRIFVMDQGRIVESGSHEELLSQAGFYQRLFQS 718
NTDB id 358 SMU RS01425 WP 002263523.1 AHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN. 760
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