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NTDB id 64305 ERIC2 RS23125 WP 226989749.1 MLHSKARWQTGCAESSVVQKLAEAHHLDTLTARLLALRGITTPEAAESFLHSRQDGFHDPFLMKDMKKAVDLIRLAVEHKEFIRI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
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NTDB id 64305 ERIC2 RS23125 WP 226989749.1 YGDYDADGVTSTSLVMFLLRKIKARFDYYIPHRVREGYGLNRQAVEKAAEDGVDLIITVDTGVSAVEQVTYIQELGMDVIVTDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus !!!!!!!!!!!!!**** ! !* ! !*!!!*! *!!!!*! !! ! ! !!!!!!!!* !!* !!!*!!!*!!!!
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NTDB id 64305 ERIC2 RS23125 WP 226989749.1 EPPDILPQPLALVNPKQADCPYPFKHLAGVGVAFKLAHALLDRVPEELLELVAIGTVADLMPLHGENRTIVKMGLKRMQQSAFPG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !!** !! * !*!*!!!* !*!!!!*!!!!!!!!!!!!!!! *!*!!!*! !!!!*!!!*!!! !!! ! *!! !* * *!
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NTDB id 64305 ERIC2 RS23125 WP 226989749.1 IRALLKIAGIESQQVTSTHLGFAVGPRLNASGRLGSANNSVELLITGDSGRANELAQLLDELNQERQRIVREINEEALAIAAEQV 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQ. 339
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LLEPHFGGHIGPLMALAPEGMTLKA
NTDB id 64305 ERIC2 RS23125 WP 226989749.1 QKGNTFLVVAKPDWNEGVIGIVASKIVETYYRPTIVFSMNDESGLAKGSARSIESFDMYENLTACRELLEHFGGIGLLPE..... 420
NTDB id 354 BSU 27620 NP 390640.1 GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKA 424
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EDVPDLRSRLNE IADNTLTEEDF IPVQEVDLVCGVEDITVES IAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTI
NTDB id 64305 ERIC2 RS23125 WP 226989749.1 ..................................................................................... 420
NTDB id 354 BSU 27620 NP 390640.1 EDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTI 509
consensus *************************************************************************************
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RNESSQLDCVGFNKGELQEGIVPGSR I S IVGEMS INEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFK
NTDB id 64305 ERIC2 RS23125 WP 226989749.1 ..................................................................................... 420
NTDB id 354 BSU 27620 NP 390640.1 RNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFK 594
consensus *************************************************************************************
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EDSTTLLQTEDLRREVHVI SSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPER IYF I FLNHEDHFLSTFPARDHFKWYYA
NTDB id 64305 ERIC2 RS23125 WP 226989749.1 ..................................................................................... 420
NTDB id 354 BSU 27620 NP 390640.1 EDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYA 679
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FLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKI ENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEE
NTDB id 64305 ERIC2 RS23125 WP 226989749.1 ..................................................................................... 420
NTDB id 354 BSU 27620 NP 390640.1 FLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEE 764
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LKEWLNKLMKQDSEAYESTRRT
NTDB id 64305 ERIC2 RS23125 WP 226989749.1 ...................... 420
NTDB id 354 BSU 27620 NP 390640.1 LKEWLNKLMKQDSEAYESTRRT 786
consensus **********************
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