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NTDB id 64304 ERIC2 RS19640 WP 036655661.1 ..MLNRVILIGRLTRDPELRYTPSGVAVTQFTLAVDRPYMNQQTRER..ETDFINIVTWRQLAETCANYLRKGRLTAVEGRIQVR 81
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
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NTDB id 64304 ERIC2 RS19640 WP 036655661.1 NYENNEGRKVYVTEIVADNVRFLESNNAGNRNNDEGSYS...NA...............GYG.....GGSRSG.........GSQ 134
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAA.........NNT 149
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG.........NSF 151
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.................................................... 113
NTDB id 1131 NGFG RS05740 WP 003695064.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GA.PYDEGYGQSQ.............EAYQRPAQQSRQPAPDAPSHPQEAPAA 153
NTDB id 1103 NMB RS07590 WP 002212976.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GA.PYEEGYGQSQ.............EAYQRPAQQSRQPASDAPSHPQEAPAA 153
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGG.NQGSGWNQAPA..QTNYN....QGGYSDNYAQNNNFNGGN....ATRPQP 159
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NTDB id 64304 ERIC2 RS19640 WP 036655661.1 QQDPFLDDSKPIDISDDDLPF 155
NTDB id 624 LCA RS00040 WP 011373726.1 QADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ..................... 113
NTDB id 1131 NGFG RS05740 WP 003695064.1 PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQKPAAQAEPPMDNFDDDIPF 180
consensus * * *** ******

X non conserved

X similar

X ≥ 50% conserved


