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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 64102 U771 RS19450 WP 236645988.1 MKTGMFALALGLLALRFLPALPPAAGV..L.AMCVLALMLLPF..RS.......HPLAFFLLGLSWACISAQWALDDRLQPALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWL..L.ALAPVGLLLLPF..RW.......RPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 64102 U771 RS19450 WP 236645988.1 QTRWVEGRVTGLPQQTSTGVRFELTDGR.SPKARLPKRIRVAWHG....................GPPVRSGERWRLAVTLKRPS 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 64102 U771 RS19450 WP 236645988.1 GVLNFHGFDHEAWLLAQRIGATGSVKDGERLAPA..............RNAWRDAVRQRLMAVDAQGR.EAGLAALVLGDGSGLA 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGSGLS 209
consensus ***!* *!! !***!! ***!*!*** !*!** ! *!!***!**!***** *! *****!!!*!!*!!**

logo

A
Q
T

E
ADWERRVFLRQRDTGI

T
S
VHLLMVSVI SGLQHVITGLMI

LAGLFILGYGAVLWVLMTALLWARRWYSGCFIGWLPAPQARWLRTPLPLRLM
WPAWQLRPAWGAACVGALAMFAGAAFLAGYCGW

LLAGMFEGVPAVRQR
NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 64102 U771 RS19450 WP 236645988.1 AEDWRVLQDTGTVHLLVISGQHIGLLAGLIYGLVTLLARYGCWPPA.........WPWLPWACGLAFAAALGYGLLAGFGVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQR.........LPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 64102 U771 RS19450 WP 236645988.1 ACVMVGLVLLWRLRFRHLGAWWPLLLAFNGVLILEPLASLQPGFWLSFAAVAVLVLAFGGR..............LGPWSAWQAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 64102 U771 RS19450 WP 236645988.1 TRPQWLIAIGLFPLLLVLGLPISLSAPLANLFAVPWISLVVLPLALLGTVLVAVPFVGEGLLWLAGGALDGLFRALALLAGHLPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 64102 U771 RS19450 WP 236645988.1 WIPAEVPMGYWLVSVAGAVLLLLPRGVP...LRPMGWPMLLLAVFPPREPVPHGQVEVVQLDVGQGQALVLRTRHHTLLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 64102 U771 RS19450 WP 236645988.1 SGEV.DLGARVVLPSLRKLGVEVLDMMLLSHADADHAGGAAAIARGLPIRRVVGGETRGL.......PAFLGTEPCVSGEQWEWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 64102 U771 RS19450 WP 236645988.1 GVSFELWQWP......DAISGNPKSCVLQVQAKGERMLLTGDIDRAAERAFLAS..PLAVRTDWLQAPHHGSRSSSSWPFVQRLA 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 64102 U771 RS19450 WP 236645988.1 PTAVLISRGRGNAFGHPHPQVMERYRALGTQVYDSAEQGAVRVQLG..AFLPPTVARSQRRFWREALP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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