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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 64067 I533 RS01060 WP 024015516.1 MATKGVNKVILVGNLGNDPEVRYMPNGNAVANLSLATSESWKDQQ.GQVQERTEWHRLTMYRRLAEIAGEYLKKGSQIYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYE........EGYG..QSQEAYQRPAQQSRQ.PA. 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYD........EGYG..QSQEAYQRPAQQSRQ.PA. 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFG................GNQGSGWNQAPAQTNYNQGG 138
NTDB id 64067 I533 RS01060 WP 024015516.1 EGKLQTRKWQDQQGQDRYTTEIIVD....QMQMLGGRGGEGGGGNGGYQRPQNNQGGYNQAPAHGGYNQAPQQGGGQQGG 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.........GGMNVPAQQGSWGQP.QQPAK.... 146
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ........SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ........PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YSDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 64067 I533 RS01060 WP 024015516.1 YNSNQGGGYNQAPQGGN...QGQPKNPPMAEPDFDFDDDIPF 194
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ........QHQPMQQSA...PQQYSQPQYNEPPMDFDDDIPF 177
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