
logo MAQSF I SNKEQGFTL I EL IVALALGL I LVAAATQLF IGGLLSSRLQKANAE IQDSGI FGLEYMARDIRLLNYGNVVNPQLTDTTP
NTDB id 63955 P795 RS01605 WP 023896140.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQLTDTTP 85
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQLTDTTP 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo WGGIVLTGSTATNANNINF IPKVDTNTYIPEALLSRGAGDTVSTAVNNHWKGLSNIQNSSNAEVQSDQLTIQF IAPTNMTNCEGVN
NTDB id 63955 P795 RS01605 WP 023896140.1 WGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTANNHWKGLSNIQNSSNAEVQSDQLTIQFIAPTNMTNCEGVN 170
NTDB id 1066 ABD1 RS15740 WP 000079197.1 WGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAPTNMTNCEGVN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VLAGDL IVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQI I LPR IDHFHVLLGATKNAAGNFAYYTIPQYRV
NTDB id 63955 P795 RS01605 WP 023896140.1 VLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGTKNAAGNFAYYTIPQYRV 255
NTDB id 1066 ABD1 RS15740 WP 000079197.1 VLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKNAAGNFAYYTIPQYRV 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!

logo AAQAARDASPAVAAPR I LS IQI SVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRNTRFLRRVYSVTIALRNAMGETI
NTDB id 63955 P795 RS01605 WP 023896140.1 AAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRNRFLRRVYSVTIALRNAMGETI 333
NTDB id 1066 ABD1 RS15740 WP 000079197.1 AAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRTRFLRRVYSVTIALRNAMGETI 333
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!
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