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NTDB id 63939 U769 RS27405 WP 003146401.1 NTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQ 169
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQ 169
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT..SA.......PAPQQGIGNIGFQ 151
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS........AQPQGVSNIGFQ 150
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS........AQPQGVSNIGFQ 150
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NTDB id 63939 U769 RS27405 WP 003146401.1 RGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTD 254
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 RGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
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NTDB id 63939 U769 RS27405 WP 003146401.1 .........KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWNGY 483
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .........KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGY 483
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NTDB id 63939 U769 RS27405 WP 003146401.1 GKDG....N.IGIKDEDGMNCGPIAGNCTFPTTGTSKSPSPFVDIGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQ 561
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GKDG....N.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQ 561
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVIST 555
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 567
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 567
consensus ***!************* * **** *******!!*!** ***!**!*!******!!!*!!!****!*!!**!*

logo PKVVMS
TSADKEQKTAKI

V
L
A
K
TGSVQQEVPYQESATSTSNSGAAGSTTASTTSFKDEAALLSLNEVTPNQS ITPDNGRKI LIQVMKEVLNDKVIASTNKDAS IPVNADFYDQSGNRYAMAQLPNGVEALPPI ILNKNTENVIN

NTDB id 63939 U769 RS27405 WP 003146401.1 PKVVTSDKETAKILKGQEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDFDRALNGVPPINKNEVN 643
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVN 643
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 PKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNIN 651
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NTDB id 63939 U769 RS27405 WP 003146401.1 AKILVNDGETIVIGGVFSNTQSKSVDKVPFLGDLPYLGRLFRRDTVSDVKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
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