
logo MLLKSRHKRPSLHYQSGFSMI EVLVALLL I S IGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF
NTDB id 63937 U769 RS24770 WP 003110422.1 MLLKSRHKPLYQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF 85
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMATQSDF 85
consensus !!!!!!!**!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLE IRLAWRGKQGACVNAADS
NTDB id 63937 U769 RS24770 WP 003110422.1 FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGKQGACVNAADS 170
NTDB id 1195 PAKAF RS24020 WP 016253895.1 FKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRGKQGACVNAADS 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SADTSLCYYTLRVEP
NTDB id 63937 U769 RS24770 WP 003110422.1 SADTSLCYYTLRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 SADTSLCYYTLRVEP 185
consensus !!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


