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NTDB id 63653 EMQU RS01330 WP 010736524.1 MDRRDVTPKMKKRKSN..GIWRKLGLGVVGGVIGGL.LTFGIFYAATGGGNSVTTSSSSGTQNASGETVVENVKVNVDSDITSAV 82
NTDB id 381 SMU RS09890 WP 002262650.1 .........MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITG.........NKSFSNNGK..TTVSNVIYDTKSNTTKAV 65
NTDB id 425 SGO RS10525 WP 012131081.1 ..........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFST.........PHSATNNNQKTATTVTTSYKNSNSTTEAV 66
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQ.........KSTEST.SNNNSTITQTAYKNENSTTQAV 65
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.........KSSVNN.SNNNSTITQTAYKNENSTTQAV 65
NTDB id 215 SPD RS10945 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.........KSSVNN.SNNNSTITQTAYKNENSTTQAV 65
NTDB id 181 SPR RS10425 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.........KSSVNN.SNNNSTITQTAYKNENSTTQAV 65
NTDB id 145 SP RS11450 WP 000681597.1 ..........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQ.........KSSVNN.SNNNSTITQTAYKNENSTTQAV 65
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NTDB id 539 SM12261 RS09395 WP 000681587.1 NKVKDAVVSVITYSANRQNSVF.......G.NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPG 142
NTDB id 256 KZH43 RS10270 WP 000681597.1 NKVKDAVVSVITYSANRQNSVF.......G.NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPG 142
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