
logo

MS
AM
S
A
M
R
S
G
I
L
VNKVI ILLIVGRNVLGNRQDPDEMVRTYSMPSNGDTGEAFVCATNFLITSLIVATSEQSTWTNRDRKMANTGQEMQRRVKEKLQRVTEWHNRVIATVVFLMS

F
Y
G
R
R
K
Q
LAE I

V
V
A
S
GEQYVLKRKGDGSKLQI

VYFILV
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 63522 AABJ71 RS06885 WP 000098523.1 MSSRGINKVIILGRVGQDPEVRYSPSGTAFANLTIATSEQWRDKNTGEQKELTEWHRVAVSGKLAEVVGQYVKKGDQIYF 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
consensus **!!!!**!**!*!!**!**!*!*!******!!!!*! !***!***! !!!!** *****!!****!**!!***!*

logo EGKMQRI
L
K
R
Q
S
TRKYWKTQGDKQDNSGI

Q
E
DRTYSATYTDEVIHQVVNQGI

V
Y

A
N
G
D
N
G
I
T
E
V
L
M
K
QMLDGSGI

R
A
G
Q
S
N
D
S
E
Q

Q
S
N
G
K
S
G
Q
D
G
A
M
Q
F
G

G
P
A
A
G
P

G
Q
N
Y

D
E
Q
GGSWGNWGI

M
N
G
N
Q
S

G
V
A
G
P
Q
A
Q
PQ

Q
T
E
G

N
S
G
W
Y
N
GQGPSGNQSYEQGSAPADQYGNQRYADPAQGKQGNQTSAHNRNSQRFPMNPSAAPQGS

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYE...........EGYGQSQEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYD...........EGYGQSQEAYQRPAQQSRQPAP 141
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFGGNQGGWGNSAPAPQQSYNQGNSGYGYD..QTASRPA 152
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPA.QTNYNQGGYSDNYA..QNNNFNG 151
NTDB id 63522 AABJ71 RS06885 WP 000098523.1 EGMLRTRKWKDQSGQDRYTTEVHV.GINGVMQMLGGIGDSKQQA..................................AS 125
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ...GGMNVPAQQGSWGQPQQPA.....KQHQPMQ 152
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAPAG...GNIGGGQPQGGWGQPQQPQ.....GGNQFSG 150
consensus !!****!!**** !**!****** * ***!!**** ** ** * *** * * *

logo

R
D
G
N
Q
APSHPAS

Q
T
E
Q
S

K
Q
R
A
A
PAQKPAQASPQQSYARAKPRSAKPQAPPAQVHSYPQNAAEAPPVMDENDI

FDDDIPFAPVTLPFPRHAIHAI

NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF............... 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF............... 174
NTDB id 1471 ASU2 RS04565 WP 014991634.1 .......QQAAKQAAKPAQAEPPMDNFDDDIPF............... 178
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GN....ATRPQPAQKPAAQAEPPMDNFDDDIPF............... 180
NTDB id 63522 AABJ71 RS06885 WP 000098523.1 RQ....SQKPQQQSSPAQHNEPPM.DFDDDIPFAPVTLPFPRHAIHAI 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ......QSAPQ.QYSQPQYNEPPM.DFDDDIPF............... 177
NTDB id 1447 BW25113 RS21080 WP 000168305.1 GA....QSRPQQSAPAAPSNEPPM.DFDDDIPF............... 178
consensus * ** * ***!****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


