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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 63368 PVLB RS07180 WP 023379392.1 MRKGMLALAIGLLCLGFLPALPSV........GWLLLLLCCGLGCLCVRWWP....VACFLLGVCWACWSAQQALDDRLAPQLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGLLLLPFRWRP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 63368 PVLB RS07180 WP 023379392.1 RTLWLEGRVVGLPTRTAQGVRFELSQPLS.RRAELPTRLQLSWFD....................GPPLRAGEHWRLAVTLQRPT 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 63368 PVLB RS07180 WP 023379392.1 GLLNPHGPDREASLLARRIGATGTVKAGEKLSS..............VAGSWRDQLRQRLLAVQAQGR.EAALVALVLGDGAALA 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 63368 PVLB RS07180 WP 023379392.1 RDDWQTLQATGTVHLLVISGQHIGLVAGLLYGLV.......AGLARWGLWP..HRQPWLPWACGLAMAAALGYGGLAGWGVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 63368 PVLB RS07180 WP 023379392.1 ACLMLAVVLAWRLRFRHIGSGIPLLLALIAVLLFEPLAALLPGFWLSFAAVAVLIYCFSAR..............LGGWRPWQAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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VPLVWVI SFLVLTVTVLTVPLALMLGSTAFLLLWPELVGPSWLSVQGPEAGVL ILWALEAAGSGFLALAEWVLMLPFEWLDLGAKLAIVLAPGGWGQRPSVA
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 63368 PVLB RS07180 WP 023379392.1 TRAQWVIAIGLLPVLVATGLPVSLSAPLANLFAVPLISLTVLPLALLGTLLLPLGSVGEGLLWLAGGLLELLFWLLGKVAGWRSA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 63368 PVLB RS07180 WP 023379392.1 WMPAALPLWAWLLVAGGALLVLLPRGVP...LRGLGGVMLLALWVPP.EQVPQGQVEVWQLDVGQGLAVLLRTRTHSLLYDAGPA 520
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 63368 PVLB RS07180 WP 023379392.1 RGDS.DLGEWVVLPTLRKLGVSRLDVMLISHAHADHAGGAQAVARGLPIGRLLAGEAQ.......ALS...GAQPCVSDERWEWD 594
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 63368 PVLB RS07180 WP 023379392.1 GVRFSLWRWP......EAQGSNDRSCVLLVEAQGERLLLAGDMEAGAERAWLAAS..EQPDIDWLQSPHHGSRTSSTEAFIKATK 671
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 63368 PVLB RS07180 WP 023379392.1 PRGVLISRGRNNGFGHPHPQVIERYRRHGVVIHDTAVEGALRLRLGHRGGVEG....LRAQRRFWRAAAPSPSS........QVP 744
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARR....MRDEPRFWREK................. 741
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