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NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLG...DIADISGCRNPAVFMERYF...QIDDAHLEKEFK..KIPSFSIL 77
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLG...DIADISGCRNPAVFMERYF...QIDDAHLSKEFQ..KFPSFSIL 77
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLG...DIADISGCRNPAVFMERYF...QIDDAHLSKEFQ..KFPSFSIL 77
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLG...DIADISGCRNPAVFMERYF...QIDDAHLSKEFQ..KFPSFSIL 77
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLLG...DIADISGCRNPAVFMERYF...QIDDAHLSKEFQ..KFPSFSIL 77
NTDB id 63360 STP1 RS11610 WP 041613962.1 ..MNEYFLLKLYWSHFTTSQIHQFYRYNPHIFQMSSNEQETSLLCWIKQHHPT.LLSKFQKYKQINIEEIMKILRQLHVKYITYF 82
NTDB id 25 SA RS06185 WP 000593194.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQKLKVSYITYM 83
NTDB id 40 MW RS06080 WP 000593192.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKLKVSYITYM 83
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NTDB id 525 SMSK321 RS06295 WP 000705298.1 DDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRSCSKQGAKSVEKIIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 267 KZH43 RS05590 WP 000705306.1 DDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 226 SPD RS05990 WP 000705306.1 DDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 192 SPR RS05715 WP 000705306.1 DDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 157 SP RS06205 WP 000705306.1 DDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMAALQNGGK 160
NTDB id 63360 STP1 RS11610 WP 041613962.1 DEDYPYLLKEIYDYPFILFYKGDKKLFLSNQTLAIVGARKCSHYTHEALHYLFPSFKEKNITIVSGLAEGADSEAHIQAVKNNLP 167
NTDB id 25 SA RS06185 WP 000593194.1 DSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLP 168
NTDB id 40 MW RS06080 WP 000593192.1 DSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLP 168
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NTDB id 525 SMSK321 RS06295 WP 000705298.1 TIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF 245
NTDB id 267 KZH43 RS05590 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF 245
NTDB id 226 SPD RS05990 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF 245
NTDB id 192 SPR RS05715 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF 245
NTDB id 157 SP RS06205 WP 000705306.1 TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF 245
NTDB id 63360 STP1 RS11610 WP 041613962.1 TIAVLGFGHHYYYPRTSVSLRNKIEKKGLVISEYPPFSPIAKYKFPERNRIISGLSKGVLLTEANERSGSRITVDCALEQNRNVY 252
NTDB id 25 SA RS06185 WP 000593194.1 TIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVY 253
NTDB id 40 MW RS06080 WP 000593192.1 TIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVY 253
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NTDB id 525 SMSK321 RS06295 WP 000705298.1 AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 226 SPD RS05990 WP 000705306.1 AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 192 SPR RS05715 WP 000705306.1 AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 157 SP RS06205 WP 000705306.1 AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF 282
NTDB id 63360 STP1 RS11610 WP 041613962.1 VLPGKLFDSKTKGNLLLHQEGATIVVSSEDILQDYLN 289
NTDB id 25 SA RS06185 WP 000593194.1 VLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 40 MW RS06080 WP 000593192.1 VLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
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