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NTDB id 63348 STP1 RS05915 WP 023374226.1 MKIYIVEDDLVIAESLASELKKWNYDVKMAKQFSHVLDDFKGYLPDLVLLDINLPTLNGFHWCQEMRKISNVPIIFISSRTDNMD 85
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSRIDNMD 85
consensus !!! !!!!! !!!!!!!!!!!!!!! ! * !! **! ! * ! !!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!! !!!!

logo QIMAIQMGGDDF I EKPFNLSLTI
VAKI

VQALLRRTYDLASVASNDNESLNTVKGCKTL I LVDEAKLVI
V
F
YQDEDQANI

TQLSLTELQIALKLLFQNEDGKFYV
NTDB id 63348 STP1 RS05915 WP 023374226.1 QIMAIQMGGDDFIEKPFNLSLTVAKVQALLRRTYDLAVSNNELNVKGCKLIVDEAKLIFQDDATQLSLTELQIAKLLFQNEGKFV 170
NTDB id 9 SA RS13865 WP 000697877.1 QIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILKLLFQNEDKYV 170
consensus !!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!! ! ! ! !!!! !!*!!!!***!* !!!!!!!!! !!!!!!! !*!

logo

N
SRTAL I EKCWESENFYIDDNTLAVNMTRLRKKLNSQTIGLVNTDF I EITKKNVGYKRVYIRCY

NTDB id 63348 STP1 RS05915 WP 023374226.1 NRTALIEKCWESENYIDDNTLAVNMTRLRKKLSQIGLTDFIETKKNVGYRVYIRCY 226
NTDB id 9 SA RS13865 WP 000697877.1 SRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV..... 221
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!* !!! !!!!!!!*!*****
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