
logo MNHYIRATIGSML I L IVYSMLATAFLF IDKVFVNI IYFQGMFYTQI FG IPVFLFLNI
L I IV I LLC I IVGSVLAYKINQQNDWIKTQI ERS

NTDB id 63340 STP1 RS02130 WP 002452288.1 MNHYIRAIGSMLILIYSMLTAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNIIVILLCIIVGSVLAYKINQQNDWIKTQIERS 85
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKTQIERS 85
consensus !!!!!! !!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

I
MEGETVGINDQNI E I

LYSETLDE I
LYHTLVPLNQELHKRLRLMKTQNLTNENYNI

MNDVKVKKI I EDERQRLARELHDSVSQQLFAASMML
NTDB id 63340 STP1 RS02130 WP 002452288.1 IEGETVGINDQNIELYSETLEIYHTLVPLNQELHRLRMKTQNLTNENYNMNDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
NTDB id 5 SA RS09760 WP 001017131.1 MEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
consensus *!!!!!!!!!!!!!*!!!!!**!!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAIKETKQLEPPLDQQIP I
VLEKMI

VQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHE IQDEFKVPKGI EDHLFR
NTDB id 63340 STP1 RS02130 WP 002452288.1 SAIKETQLEPPLDQQIPVLEKMIQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEIQEFKVPKGIEDHLFR 255
NTDB id 5 SA RS09760 WP 001017131.1 SAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEIQDFKVPKGIEDHLFR 255
consensus !!!!!! !!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo ITQEAI SNTLRHSNGTKRVTVELFNKDQDYLLLR IQDNGKGFNVDEKLEQSYGLKNMRERALE IGATFHIVSLPDSGTR I EVKAPLN
NTDB id 63340 STP1 RS02130 WP 002452288.1 ITQEAISNTLRHSNGTRVTVELFNKQDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
NTDB id 5 SA RS09760 WP 001017131.1 ITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
consensus !!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KEDSYDGD
NTDB id 63340 STP1 RS02130 WP 002452288.1 KEDSYGD 347
NTDB id 5 SA RS09760 WP 001017131.1 KEDSYDD 347
consensus !!!!! !
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