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NTDB id 386 SMU RS09030 WP 255262721.1 ....MTFLQQDISLKEKHKQKKLKIKKQRKVIQLFNNLFTSGFNLTEIIDFLERSHLLAEIYTKKMRQGLLNGLHLAEIMSSLGF 81
NTDB id 63285 T15 RS00765 WP 256786938.1 MRKLIAFLQQDISVLGRQKQKKLPLARQRKVIELFNNLFASGFHLGEIVDFLKRSQLLADPYTQVLSDGLLAGKPFSSLLADLRF 85
NTDB id 430 SGO RS09415 WP 012130941.1 ...MISFLQQDISILSKQKQKKLGTSKQKQVIELFNNLFSSGFHLAETVDFLGRSALLEKNYVQQMRQGLANGQAFSEIMASLGF 82
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NTDB id 230 SPD RS09890 WP 074196785.1 .........MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKSFSEMMESLGC 76
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NTDB id 161 SP RS10375 WP 074196785.1 .........MDISQVFRLRRKKLATAKQKNIITLFNNLFSSGFHLVETISFLDRSALLDKQCVTQMRVGLSQGKSFSEMMESLGC 76
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NTDB id 587 KW2 RS10850 WP 042211510.1 FSVGALIVLLTSLSIIIFKHISALTNFTFLVKVPLVSSFIRLYLTAYFSREWGNLIAQGVELRQIIELMKKQKSRIFAEVGIKLD 248
NTDB id 395 FSA28 RS09400 WP 257638827.1 LLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFVGKYLQLYLTAYYAREWGNLIGQGVEMAQIVRLMQDQKSQLFREIGYDME 250
NTDB id 386 SMU RS09030 WP 255262721.1 LLGCCFFILLVGIFTFFSRKISRLHLIGFCSHLPFAGKYLQLYLTAYYAREWGNLIGQGVEMAQIVRLMQDQKSQLFREIGYDME 250
NTDB id 63285 T15 RS00765 WP 256786938.1 LSLSSLSLVAVLAGMVWFRKTSKIKAFSRLAALPFFGKLIQTYLTAYYAREWGSLIGQGLDLPQIVGLMQEQQSQLFREIGQDLE 254
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NTDB id 196 SPR RS09425 WP 074196785.1 LGMVGLVSVLALLALTFYKRSSKMSVFSILARLPFIGIFVQTYLTAYYAREWGNMISQGMELTQIFQMMQEQGSQLFKEVGQDLA 245
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NTDB id 587 KW2 RS10850 WP 042211510.1 LGLKAGQNFEQAVSHFSIFLPELSLMIEYGAIKDKLGLELSVYADECWEQFFSKIDRLMQLIQPLIFIFVALMIVLLYAAMLLPI 333
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NTDB id 386 SMU RS09030 WP 255262721.1 KALLSGQEFHQKVLDYPFFLKELSLMIEYGEVKSKLGNELEIYAEETWEHFFAKLKKATQFVQPLIFVFVAIVIVMIYAAMLLPI 335
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