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NTDB id 63097 Q783 RS03620 WP 034538566.1 MAGGKPDNFKESIGKLANYCKTYMWYIIIAFIFAIIGTVFNLVGPDRLSEITDVITEGITGEIDLEKIKNIALLLVTLYILGVVL 85
NTDB id 370 SMU RS04260 WP 002263294.1 ....MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALV 81
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NTDB id 63097 Q783 RS03620 WP 034538566.1 SYFQGFIMATVTQNVTKKLRTDISSKINRLPLRYFDSNNHGDILSRVTNDVDTIGQTLNQSLGQLVTAISLFVGSLIMMFYTNVP 170
NTDB id 370 SMU RS04260 WP 002263294.1 SYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGA 166
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NTDB id 63097 Q783 RS03620 WP 034538566.1 MAIAAILSTVLGFALMLTIIKQSQKFFSQQQKSLGELNGHVEEIYTGHNIVKAFNGEESAIKEFNEINDTLFDSAWKSQYISGLM 255
NTDB id 370 SMU RS04260 WP 002263294.1 LAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIM 251
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NTDB id 63097 Q783 RS03620 WP 034538566.1 MPLMNFIGNFGYVVVCVVGAYLAFNDHITFGVIVAFMMYIRFFTQPLSQIAQAFTSLQSAAAASERVFNFLEEEELEVETGKPTS 340
NTDB id 370 SMU RS04260 WP 002263294.1 MPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQ 336
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NTDB id 63097 Q783 RS03620 WP 034538566.1 LGTVKGNVTFDHVKFGYNPDRLIINDFSLEAKAGQKIAIVGPTGAGKTTLVNLLMRFYEVNSGEIYIDGTPISSVTRGALHEQFC 425
NTDB id 370 SMU RS04260 WP 002263294.1 LEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFA 421
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NTDB id 63097 Q783 RS03620 WP 034538566.1 MVLQDTWLFEGTVRENIVYSKQGVSDEAVINACKAVGVHHFIQTLPHGYDTILDDTTSLSAGQKQLMTIARAMVADAPLLILDEA 510
NTDB id 370 SMU RS04260 WP 002263294.1 MVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEA 506
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NTDB id 63097 Q783 RS03620 WP 034538566.1 TSSVDTRTEIIIQNAMDHLMNGRTSFVIAHRLSTIKNADLIIVMKDGDVVESGNHEVLLEQNGFYADLYNSQFDQEEE 588
NTDB id 370 SMU RS04260 WP 002263294.1 TSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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