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NTDB id 63087 Q783 RS02870 WP 023177176.1 MLQELTIKDFAIIQDLNLSFNRGMTVLTGETGAGKSIIIDAVGLLAGGRGSSEFIRHGATKCVLEALFSLDGNPGTYELLKTYGI 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVCAEQGI 85
consensus !! !!*!! !!!! *! *!! !!*!!!!!!!!!!!!!!!!!* !! !!!!!!!!*!*! !* !!*!! !* * ** !!
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NTDB id 63087 Q783 RS02870 WP 023177176.1 DSDEDTVIIQRDIHRSGKSVCRINGRLVTIAILRLIGESIIDIHGQNEHQELMNPERHLSMLDQFGDKELFLLKKSYQETYTRYR 170
NTDB id 352 BSU 24240 NP 390304.2 DVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRYV 170
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NTDB id 63087 Q783 RS02870 WP 023177176.1 QVKKAYDKWQNGEQELAQRLDMLQYQTNEIEMAELLDGEEEELLEEKNLLLNYQKIMSALSISYDVLQGDDVNGIDLIGNAMTEM 255
NTDB id 352 BSU 24240 NP 390304.2 KLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS.EQGGLDWVGMASAQL 254
consensus * ! !!!*!*!!!**!*! !!! ! ! !*! ! !!** * !* !! ! ! ! ** !*! *! ! *
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NTDB id 63087 Q783 RS02870 WP 023177176.1 SSLEDIDDKFKNLSEAISSSYFQLQEAASDILRELDQMAYDEDRLNEIEKRLEIIKQLKRKYGDSIGEIKSYYEKIAAELEQILN 340
NTDB id 352 BSU 24240 NP 390304.2 EDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIEN 339
consensus * !! ** ! *!! *! !!* ! *! * !! * *!**!!! !! !! !!!!!!!!! ** *! ! !! !**!! !
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NTDB id 63087 Q783 RS02870 WP 023177176.1 RENHLTNMTDELARLSEELVKRGSQLSKKRRKVAKDIEQSIHEQLKELYMEKVVFEVQFFKTVATFSSE.........GAHESGF 416
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGI 424
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VTS I I FDEVDTGVSGRVAQAIAENKIHYKMVAS IVGHSQVLC ITHLPQ
NTDB id 63087 Q783 RS02870 WP 023177176.1 DEVEFYIATNMGEPLKPLAKVASGGELSRMMLAMKTIFSKSQGITSIIFDEVDTGVSGRVAQAIANKIYMVAVHSQVLCITHLPQ 501
NTDB id 352 BSU 24240 NP 390304.2 DLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQ 509
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NTDB id 63087 Q783 RS02870 WP 023177176.1 VAAMADNHLYISKSIENDRTKTHVNALETAEKIEEIARMLAGTEITKLTLEHAKELTVLAKTERQKQKQIS 572
NTDB id 352 BSU 24240 NP 390304.2 VAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG.... 576
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