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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 63025 GKIL RS10590 WP 023173567.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 63025 GKIL RS10590 WP 023173567.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 63025 GKIL RS10590 WP 023173567.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...............................................................MLTNLVAILRQAELISA 17
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...............................................................MLTNLSTVLRQAGILTF 17
NTDB id 1293 VP RS12240 WP 005479695.1 ...............................................................MHSNLSTILRQKGLLTF 17
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 63025 GKIL RS10590 WP 023173567.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 .........................MTSSSSSK..................KSRAVALRNY...FSPFGNKLVAGGHVDA 34
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 TQEQAVVTQVSASGTSVPE..ALLELSIFHAQELTE........................Q............LSHIFGL 59
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SQEESLLEQVKASGISMPE..ALLSSGFFQSHELTE........................H............LSSVFGL 59
NTDB id 1293 VP RS12240 WP 005479695.1 SQEESLIEQVKASGISMPE..ALLSSGFFTSSELAE........................H............LSSIFGL 59
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQA.......VATQLGY 390
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARS.......LAAQLGY 390
NTDB id 63025 GKIL RS10590 WP 023173567.1 ....................................................MTALALSER..TLATHQRLFEIKLLFGV 26
NTDB id 1410 SGL RS13950 WP 010873519.1 EQLRQALVQVKKTGRSLPE.............EL................KAVTGRELSPELLRQYKKNQLFELKVLYGV 85
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 PETDLSRY.....DYANLCQQLGLRELITRYDALPIAKQG...NLLLLAVSDPTLLQAEEEFRFATGLQ.....VELALA 126
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SCTSLNQY.....EYASLCQTLGLRDLITRHNALPLNRTS...STLILAVADPTNLQAEDDFRFATGLQ.....VELVLA 126
NTDB id 1293 VP RS12240 WP 005479695.1 SQPELSQY.....EYASLCQQLGLRELITRHNALPLHRTP...STLLLAVADPTNQQAEDDFRFATGLQ.....VELVLA 126
NTDB id 1028 TT RS08215 WP 011173991.1 PYVDPEEDPPDPG.....APLLLPEDLCRRYGVFPHRLEG...NRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVA 462
NTDB id 1306 DR RS10060 WP 027479822.1 EFLDPIQNPPDPK.....VALMIPEATARRYVVVPVRLQG...NSLVVAMKDPRNVFALDDLKLITG.....KEILPAVM 457
NTDB id 63025 GKIL RS10590 WP 023173567.1 MVIDPEQDAPGEAES.GRLRELVGSEACAHYRLLPIRQEQ...STVVVAMVDPDDLEAIDHLVRRLHCQGLA..LRRVAV 100
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFE..LRRLVV 163
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 DHRALQAAIRRLYGRSIQGAANQGKEIS...QDELANL...........VKVSDDELQSIEDLSQDDSPVSRFINQVLLD 192
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DFRELTAAIRRLYGRSLGQEKSGLKEIN...QDELAGL...........VDIGEDEIENIEDLSQDESPVSRYINQILLD 192
NTDB id 1293 VP RS12240 WP 005479695.1 DFRELSTAIRRLYGRSLSHEKSGLKEIN...QEELASL...........VDVGADEIDNIEDLSQDESPVSRYINQILLD 192
NTDB id 1028 TT RS08215 WP 011173991.1 TEAAITKLIERFYGKAELSEIAKEFAK.......................KQAEEEV..PSPLELDESAAQKFVKQVIRE 517
NTDB id 1306 DR RS10060 WP 027479822.1 AEKDIIRLIERYFGEKGFEKLNKELAE.......................RNKTQQSQEADLSVADESAIVQVVDSIIRE 514
NTDB id 63025 GKIL RS10590 WP 023173567.1 GEEEYGRWLARRGV...................................GEERAV...LPEWQVQEESPVLRLAGQILLR 142
NTDB id 1410 SGL RS13950 WP 010873519.1 TQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAK 243
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 AVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRV 271
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRV 271
NTDB id 1293 VP RS12240 WP 005479695.1 AVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRV 271
NTDB id 1028 TT RS08215 WP 011173991.1 AFLQDASDIHIEPRQNDVQVRLRIDGALRP.YSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYRE.GAIDVDLRL 595
NTDB id 1306 DR RS10060 WP 027479822.1 AALQDASDIHIETTEDAVKVRYRIDGALRE.QNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKK.GSIDLDLRL 592
NTDB id 63025 GKIL RS10590 WP 023173567.1 AISSGSSDIHIEPTERHLRIRLRQDGVLREAFEPLPIEIAPALVSHFKVLAELDIAERRLPQDGRLRRHF.DGRAIDFRL 221
NTDB id 1410 SGL RS13950 WP 010873519.1 ALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIY.QGRKVDFRV 322
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 STLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTA 351
NTDB id 1401 DSB67 RS12665 WP 010643259.1 STLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTA 351
NTDB id 1293 VP RS12240 WP 005479695.1 STLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTA 351
NTDB id 1028 TT RS08215 WP 011173991.1 STLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTI 675
NTDB id 1306 DR RS10060 WP 027479822.1 STLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTI 672
NTDB id 63025 GKIL RS10590 WP 023173567.1 STLPGRYGEKLVLRLLDSAA.RFRLAELIADGQTLALVNRWIHRPHGLVLVTGPTGSGKTTTLYAALEERNEVGLNIVTA 300
NTDB id 1410 SGL RS13950 WP 010873519.1 NTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTA 402
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 EDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLA 431
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLS 431
NTDB id 1293 VP RS12240 WP 005479695.1 EDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLS 431
NTDB id 1028 TT RS08215 WP 011173991.1 EDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLD 755
NTDB id 1306 DR RS10060 WP 027479822.1 EDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLE 752
NTDB id 63025 GKIL RS10590 WP 023173567.1 EDPIEYSLPGVTQVQVLREKGLDFARILRAFLRQDPDILLVGESRDRETIATAVEAALTGHLVLTSLHTNDAAEAIVRLA 380
NTDB id 1410 SGL RS13950 WP 010873519.1 EDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLD 482
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 NMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPSALLQSQFAFQPNEI....LYEA.............NAAGCNECT 494
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNSQLQH.IGIANTEQ....IFQA.............NPDGCNECT 493
NTDB id 1293 VP RS12240 WP 005479695.1 NMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHTVQLQH.LGIQTTDN....IFRA.............NPDGCNECT 493
NTDB id 1028 TT RS08215 WP 011173991.1 EMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKG...............MGCERCG 820
NTDB id 1306 DR RS10060 WP 027479822.1 EMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRG...............TGCPRCG 817
NTDB id 63025 GKIL RS10590 WP 023173567.1 ELGIEPYLITGALVGVLAQRLVRRLCAHCREPYYPNPERLRPFGALTATTGKVVFYRA...............RSCDHCG 445
NTDB id 1410 SGL RS13950 WP 010873519.1 EMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCS 562
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 G.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF.......... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 H.GYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF.......... 561
NTDB id 1293 VP RS12240 WP 005479695.1 H.GYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF.......... 561
NTDB id 1028 TT RS08215 WP 011173991.1 GTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE.......... 889
NTDB id 1306 DR RS10060 WP 027479822.1 GTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS.......... 887
NTDB id 63025 GKIL RS10590 WP 023173567.1 GTGYKGRVGVYEAMGISEGLRTLIADGASAARLRGAAL.EAGMQTLLTSALQLARRGLTSLEEVERVVLTDAGLHAC... 521
NTDB id 1410 SGL RS13950 WP 010873519.1 GSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRA 641
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................ 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................ 561
NTDB id 1293 VP RS12240 WP 005479695.1 ................................ 561
NTDB id 1028 TT RS08215 WP 011173991.1 ................................ 889
NTDB id 1306 DR RS10060 WP 027479822.1 ................................ 887
NTDB id 63025 GKIL RS10590 WP 023173567.1 .TAHTSNCRGCRAELRPEWIDCPYCTTPRQDG 552
NTDB id 1410 SGL RS13950 WP 010873519.1 KRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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