
logo MKKYI FLMLR I
TLRSLVLS I FLVVTTALTYTI IYTLMTVPRNRL I FKRNQDPNYNKIAKTKADSKI

ANYENTVIYDERLMGYI EDYLYDSTKAELKQEKASKSELDSKS
NTDB id 62985 N596 RS08980 WP 023022220.1 MKKYIFMRILRSLVSIFLVTTLTYTIIYTLTPRNLIFKNDPNYNKIAKTKDSKINYENTVYDRMGYIEYLDSKALKEKASKEDSS 85
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKASSLDKS 85
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKASSLDKS 85
consensus !!!!!**!*!!!!*!!!*!!*!!!!!!!!**!!*!!!**!!!!!!!!!!*!!!*!!!!!*!*!*!!!*!*!*!*!*!!!!**!*!

logo VTVTEKPTKENEKKAVIYKQKYI
V
S
D
N
SLGHNRGWVRLKHRQFPKEQNSKGQFYATREDVPVFLERVI

FGFYGTNHL IFQE I
FDHNPTNGVWI

VKDAKSTNPKNLEKRYIR I ENDPAIGW
NTDB id 62985 N596 RS08980 WP 023022220.1 VTVEPTKENEKIYKKYISNLGNGWVLKRFPENKGFYATREVPVFERVIGFYGNLIQIDHPNVIKDASNPKLERYIRIENDPAIGW 170
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 293 STER RS06925 WP 011681416.1 VTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
NTDB id 325 STU RS16125 WP 002946410.1 VTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW 170
consensus !!**!!!!!***!*!!***!!*!!*!**!***!*!!!!!*!!!*!!!*!!!**!***!*****!!**!!*!*!!!!!!!!!!!!!

logo SVVGSGTKHKYLLYFNGSQFPF IVHQNFVSKLMNLGETSYPTYSAGNETQPGVLQDVITQGQGTQTQKKSSEVVNFPTGKKEVI SS IVNDIYSRTYKSPSKQADA
NTDB id 62985 N596 RS08980 WP 023022220.1 SVVGSGTKHKYLLYFNGQFPFIHQNFVSLNLGESYPTYSNTPVLQVITQGQGTTKKSEVNFPTGKKESSINIYSRTYKSPSKADA 255
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKKVSSVDIYSRTYKSPSQADA 255
NTDB id 293 STER RS06925 WP 011681416.1 SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA 255
NTDB id 325 STU RS16125 WP 002946410.1 SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA 255
consensus !!!!!!!!!!!!!!!! !!!!*!!!!!**!!!*!!!!!****!!*!!!!!!!*!**! !!!!!!!!*!!**!!!!!!!!!!*!!!
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NTDB id 62985 N596 RS08980 WP 023022220.1 QDIARFGKGDAYTATLSNYENPSMIVSSAIIGLIGIAIAYLIAIPLGSYMALLKNTWFDSASTATLTFMMSLPTIALVYIVRLAG 340
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGILTFLLSLPTIALVYIIRLIG 339
NTDB id 293 STER RS06925 WP 011681416.1 RDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIG 339
NTDB id 325 STU RS16125 WP 002946410.1 RDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGVLTFLLSLPTIALVYIIRLIG 339
consensus *!****! *!*!!!!*!*!**!!!**!!!!*!!!!****!**!!!!!!!!!**!!!*!!!*!!**!!!**!!!!!!!!!!*!!*!

logo SSE IGLPDSFPVI LGAQGDWRSYVLPSVI LGLLSATPGLAVIW IRRYMIDLHQSQDFVRFARAKGLSEKQE I SRNKHI FLKNAMVPS ILVTSGIPVAQS
NTDB id 62985 N596 RS08980 WP 023022220.1 SSIGLPDSFPVLGAQDWRSYVLPSVILGLLSAPGLAVWIRRYMIDLHSQDFVRFARAKGLSEKEISRKHIFKNAMVPIVTGIPVQ 425
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHIFKNAMVSLVSGIPAS 424
NTDB id 293 STER RS06925 WP 011681416.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPAS 424
NTDB id 325 STU RS16125 WP 002946410.1 SEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLSEQEISNKHILKNAMVSLVSGIPAS 424
consensus !*!!!!!!!!*!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!*!!!*!!! !!!!!**!*!!!**
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NTDB id 62985 N596 RS08980 WP 023022220.1 LVLVISGATLTETVFAFPGMGKMLIDSIKASNNTMVVGLVFIFTVLAVFGAMAGDILMVMVDPRIKLTTKKGGK 499
NTDB id 476 HSISS4 RS06995 WP 013990225.1 IVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGDILMTMIDPRIKLTSKGGK. 497
NTDB id 293 STER RS06925 WP 011681416.1 IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK. 497
NTDB id 325 STU RS16125 WP 002946410.1 IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK. 497
consensus *!*!!*!!!!!!!*!!*!!!!!!!!!!**!!!!*!!!!!!!!!!*!**!****!!!!!***!!!!!!!*!*!*
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