
logo

MMNKEPKQEYFFLESAEFYQNKRRFYHTNFASSCLRSLWVVIVPCSML
S
F
A
I
LLLLVFVLVLGFSAMVTFLVAKEKE I

V
M
T
S
I
M
LSSTRGASTI
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NTDB id 62962 N596 RS06865 WP 023027410.1 EILVEYQEDQEKQQGMSLTQQLDLLKKQEEQLKLLKTSIETGESQFTGNEHFGYDQLFKDYQQQIAILQAQAHQQNATIASQNAS 170
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