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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...............MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFDLFRWKKAGMTNLGVNKLLKF.........FRKYDRKISLRQMGQVAQVKSI.....PNFIEQYKNQDVKKLRADYKKF 70
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQLFKLKKAGLTNLNILNIIDY.........EERTQKSLSLRDMAVVSKNKKP.....LIFMEHYKNLDSKALRKEFNRF 69
NTDB id 62947 N596 RS02310 WP 023026803.1 ..MNKYELYKLKVSGLSNLQVFNIVNY.........WEMNGEWPSLELIAKIAGCRNQ.....TLFMERYIRIDDKVLMEEFKEF 69
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLEKEFKKI 71
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEIYKLKKSGLTNQQVLAVLEY.........GENVDQELLLGDIAEISGCRNP.....AVFMERYFQIDDAHLEKEFQKF 71
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSKEFQKF 71
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSKEFQKF 71
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSKEFQKF 71
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSKEFQKF 71
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LNSERHKQNGQSEVFL ISTVVI IVSGLALRKGIDATHA
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDAH 155
NTDB id 599 KW2 RS05940 WP 021037268.1 ......SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELN.QSFTIVSGLAKGIDTA 148
NTDB id 407 SMU RS04605 WP 002262865.1 ......PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLS.KQFVIISGLARGIDTA 147
NTDB id 62947 N596 RS02310 WP 023026803.1 ......DSISIMDSEYPEELLWMHNPPVLLFYSGNIDLLKHPKIAVVGSRSCSRTGIQSVEKIINELN.NELIVVSGLAKGIDAA 147
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 497 SM12261 RS05565 WP 000705318.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 267 KZH43 RS05590 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 226 SPD RS05990 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 192 SPR RS05715 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
NTDB id 157 SP RS06205 WP 000705306.1 ......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGIDTA 149
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 AHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKSGSLITA 240
NTDB id 599 KW2 RS05940 WP 021037268.1 SHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLITC 233
NTDB id 407 SMU RS04605 WP 002262865.1 AHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIRSGSLITC 232
NTDB id 62947 N596 RS02310 WP 023026803.1 AHYAAIRNGGKTIGVIGTGLDVFYPRSNKQLQKYMSGSHLVLTEYGPGQSPQKHHFPERNRIIAGLSRAVIVAEARMRSGSLITC 232
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITC 234
NTDB id 497 SM12261 RS05565 WP 000705318.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITC 234
NTDB id 267 KZH43 RS05590 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITC 234
NTDB id 226 SPD RS05990 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITC 234
NTDB id 192 SPR RS05715 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITC 234
NTDB id 157 SP RS06205 WP 000705306.1 AHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITC 234
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 RMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKENLVKFIGFETTTIDQIID 325
NTDB id 599 KW2 RS05940 WP 021037268.1 ERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN.................................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 ERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF..................................... 280
NTDB id 62947 N596 RS02310 WP 023026803.1 ERAMEEGRDVFAIPGSILDGRSDGCHHLIQEGAKLVTSGKDVLDEFEF..................................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 ERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 ERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 ERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF..................................... 282
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RSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER

NTDB id 1250 GCO85 RS13065 WP 027219989.1 RSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 599 KW2 RS05940 WP 021037268.1 .................................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 .................................... 280
NTDB id 62947 N596 RS02310 WP 023026803.1 .................................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 .................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 .................................... 282
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