
logo MMNKKSTGRQTLLIGLVLVALALALLS ITGGSYYFI SKQPMQPPS IAAPSNHSSPQKVTQNTLVSVQTKSKSQQAQSAETAPSKQEALAESVLTDGAVRKTSKQLIGKKGNS ILQEWNEGASGAF I IVNQGNKT
NTDB id 62907 N597 RS02730 WP 203224890.1 .MKKSGQTLLGLVVAAALSIGGYYFSQPQPIASHSQVQTVVTSSQQATPSKELAESVLTDGVRTKLGKNIQWNEAGAFIINQNKT 84
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
consensus **!!**!!!*!!*!***!!*!*!!**!*********************!!**!!!!!!!!*!*********!!**!!!!*!*!!!

logo NLDADKVASSLKPYADTNKTKTVKGGKREETI
VPTVANALMLTSKATRQYQKKNREKQETGNGDSVTDSWTPAPGWHQVTKNLAKGESYDTHAVDRGHLLGYAL IGKGL

NTDB id 62907 N597 RS02730 WP 203224890.1 NLDADVASLPYADTKTKTVKGREIPTVANALMTKATRQYQKREQT...DVDWTPAGWHQVTNLAGEYDHAVDRGHLLGYALIGKL 166
NTDB id 262 KZH43 RS08770 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 221 SPD RS09380 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 187 SPR RS08930 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 152 SP RS09870 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
consensus !!!!*!*!*!!!!*!!!!!*****!!!!!!!**!!!!!!**!**!******!!!*!!!!!*!!*!*!*!!!!!!!!!!!!!!!*!

logo DGFDASTSNPKNIAVQTAWANQARQDASEFYSTGQNYYETS IKVRKALDNQNKRVRYRVTLHYYASDNDEDLVPVSGASQI EAKSSDGSELEFNVFLVP
NTDB id 62907 N597 RS02730 WP 203224890.1 DGFDASTSNPKNIAVQTAWANQARDSFSTGQNYYETIVRKALDNNKRVRYRVTLHYASDDDLVPVGSQIEAKSSDGSLEFNVFVP 251
NTDB id 262 KZH43 RS08770 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 221 SPD RS09380 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 187 SPR RS08930 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 152 SP RS09870 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
consensus !!!!!!!!!!!!!!!!!!!!!!!****!!!!!!!!**!!!!!!*!!!!!!!!!!*!!!**!!!!**!!!!!!!!!!*!!!!!*!!

logo NVQSKGI
L
S
QLDYRTGKEVTVHTRQ

NTDB id 62907 N597 RS02730 WP 203224890.1 NVQSGISLDYRTGKVTVHR 270
NTDB id 262 KZH43 RS08770 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 NVQKGLQLDYRTGEVTVTQ 274
consensus !!!*!**!!!!!!*!!!**
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