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NTDB id 62897 N597 RS01810 WP 023022418.1 MNEFEKQRAQLSESPFEPVRKKDSVWRTYRWPIIGTLLLILALLAFFVPLPYYLEMPGSSEDIRQVMRVNQKNDEASGSYDFVTV 85
NTDB id 360 SMU RS02495 WP 002262039.1 ......................MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAV 63
consensus ********************** * **!**! * !!! !* !! !!!!!!!!!! !!! !* !!*! ! !!! !! !
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KYKQAGLKSLTAGHKEKATESFMENFYLMGVYVLMQVASERDNSTFKGVL
NTDB id 62897 N597 RS01810 WP 023022418.1 AVKQATFSDIVYAWVTPFTDIYSEKEMTGGSSSEEFFRINQFYMETSQNTAKYQGLKTAGKETEMEFLGVYVMQVAEDSTFKGVL 170
NTDB id 360 SMU RS02495 WP 002262039.1 SLSKATPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVL 148
consensus * !!* **!!!*!!!!*! ! !! !!! ! ** !!!!!!!!!!!! ! ! *! !*! **!!!!*!! !!!!!!!

logo NIADTVTAGVNDKTFHKSSKEL I EKYVGSGSLQKI
LGDSKVSVQTYTESDEGNKQKTKTAEKGKI

V IKLSVNGKNGIG IGSL IVDHRTEKVKTSDDVKP I EFASTANGIGG
NTDB id 62897 N597 RS01810 WP 023022418.1 NIADTVTAVNDKTFKSSKELIEYVGSQKIGDKVSVTYTEDGQTKTAEGKIIKLVNGKNGIGISLIDRTEVKSDVPIEFATAGIGG 255
NTDB id 360 SMU RS02495 WP 002262039.1 NIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGG 233
consensus !!!!!!!*!!!!!!*!!!!!! !! !*! !!!! !! * !!! !!*!!! !!!!!!!! !*!*! ! !! *!!! ! !!!!

logo PSAGLMMFSTLDS IYDTQLVAVDKEPDLRKQGRHI IAGTGTIGNEHDGSTVGDIGGAVDKMKVAVAADRAIGNADE I FFAVPDNNPVSTEKAETVKLKKNNPHKAKLSTNYDQEAKV
NTDB id 62897 N597 RS01810 WP 023022418.1 PSAGMMFSLSIYTQVADPDLRQGRHIAGTGTINHDGTVGDIGGVDKKVVAADRAGAEIFFAPDNPVTEEVKKNNPHAKSNYDEAV 340
NTDB id 360 SMU RS02495 WP 002262039.1 PSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAK 318
consensus !!!!*!!*! !! !* *!!! !!*!!!!!!! *!!*!!!!!! ! !! !!!! !*!!! ! !!!* ! !!*! *!! !!
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NTDB id 62897 N597 RS01810 WP 023022418.1 ETAKKIKTKMKIVPVKTLQDAIDYLKKN 368
NTDB id 360 SMU RS02495 WP 002262039.1 QAAKKLGTKMKIVPVKNVQEAIDYLRKH 346
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