logo

NTDB id 62884 N597 RS00750 WP 023022155.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 62884 N597 RS00750 WP 023022155.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 62884 N597 RS00750 WP 023022155.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 62884 N597 RS00750 WP 023022155.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 62884 N597 RS00750 WP 023022155.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

1

1

1

1

1

KL TE e AR JREEL D TR YR e EDTET 20
RUTEE  TIFEVIV \YHEFGHF FAK SGILVREFAIGMGPKIFAHYGKDGTI\YTIRILPLGGYVRMAGWGEDTTEIKTG PYS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

T DRI SO D R

LTLY GEVQYRINLS(Y DQTALPMNVT] DIJEDKLINITG V |QETKTY|JVBIHDATIVEEDGTE RIAPMDVQYQNASIWGRL

LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
Plhlsoskok Do Do DU Dok DR DD DD N Dok Do DD D D Dok Dk DD DD D b DR DR DT

TN L AL e L DRIV o s umeTagpskeps

TNFAGPMNNFILE ' 'V B 'LAF QGGERDhEY Nkl QVNRECGYANY GLKPRD[ I VININ}RGKV -  WDIALgY QKAWRNQGIANPE
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

el EED g I VT e AL RN Ve

Theapps! Glgy 1 V(NP “EpJEGIY < GV W\ 'KTGJ#DK * FS|GLAEYWhgYA TIT LgAL Kiy
SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQIYSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

kok | okokokok ok |okokkokkok |k | ok kok ok |

LSO DI

T

WA

AR LAY LT

i

EMGL]Y ILBLM MLSIN GIFNLIPIPALDGGKI NN IE|M RRKPLIQE E Y TLAGVAVMV LMIAVTWNDIM [RFIBH 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFFR 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFFQ 420

K non conserved
B similar
> 507 conserved

169
170
170

254
255
255

338
340
340



