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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 62581 VIBNI RS14360 WP 022551628.1 MASRGINKVILVGNLGNDPEIRYMPSGGAVANITIATSESWRDKATGEQREKTEWHRVALFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFS....LLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQQTG........ 141
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNE....NSGGAPYEE..GYGQS..QEAYQRPAQQSRQ...P.. 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNE....NSGGAPYDE..GYGQS..QEAYQRPAQQSRQ...P.. 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSS....GGD.FGGNQ.........GSGWNQAPAQTNYNQGGYS 140
NTDB id 62581 VIBNI RS14360 WP 022551628.1 EGQLQTRKWQDQNGQDRYTTEVVVQGFNGVMQMLGGRQQ....GQG.APGQ...GMGGQQQQGGWGQPQQPA........ 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ....QGG.MPAQG..GMNVPAQQGSWGQPQQPA........ 145
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NTDB id 624 LCA RS00040 WP 011373726.1 ............NAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAP.....RR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAP.....RR.QPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 DNYAQNNNFNGGNATRPQPAQK.PAAQAEPPMDNFDDDIPF 180
NTDB id 62581 VIBNI RS14360 WP 022551628.1 ....QQQSYQQPAAPQQQAPQQ.AQPQYNEPPMDFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....KQHQPMQQSAPQ....QY.SQPQYNEPPMDFDDDIPF 177
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