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NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH 73
NTDB id 62567 VIBNI RS04400 WP 022603175.1 MQDTTSNPNPKYLLMVEDTASVAALYRSYLSPLGLDITIVGTGKDAVESLEERTPDLILLDLRLPDMTGMDVLSSVKSNY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 PQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALR....LRNPEAEEAPVDNRLLGESPPMRALRNQI 149
NTDB id 62567 VIBNI RS04400 WP 022603175.1 PDVPVIFMTAHGSIDTAVEAMRKGAQDFLIKPCEADRLRVTVNNAIRKAGKLRSPSSEPDNNYQGFIGSSQTMQAVYRTI 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTI 146
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 GKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGG 229
NTDB id 62567 VIBNI RS04400 WP 022603175.1 DSAAPSKASVFITGESGTGKEVCAEAIHAASKRGENPFIAINCAAIPKDLIESELFGHVKGAFTGASTDRQGAAELADGG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 TLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRER 309
NTDB id 62567 VIBNI RS04400 WP 022603175.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRDR 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 REDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHD....LRLADAPGAS 385
NTDB id 62567 VIBNI RS04400 WP 022603175.1 GEDVVEIAYSLLGYMSHEEGKGFVRFSQQVVDKFIEYEWPGNVRQLQNVLRNAVVLNHGSEITLNMLPPPLNLPSVSDLK 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
consensus **!****!***!**** **!* **!***********!**!!!!!*!*!*!*****!*** *!** *****!** *** *

logo

A
Q
E
L
V

G
N
AP
Y
D
LAHKESNTAKALVSLVEHSE IDFRNPLEDYWMLEDI

TERKKQSLAIMEQALI EEATCDERW
GNRITPAKRAAGQTRYLGDLVTSFPRSSTI

L
M

R
Y
Y
R
R
KLKQAKTLWGKNI

E
D
K
Q

VKEKEKER
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QEG.......AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
NTDB id 62567 VIBNI RS04400 WP 022603175.1 QVNAYDAKSTKLSVEEIRPL..WL..TEKSAIEQAIEACEGNIPKAAGYLDVSPSTLYRKLQAWKEQ........ 463
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AL..PLAHENKVSVHEIFPL..WM..TEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
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