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VFQR IGSEQCSRQDQFYEQSLTVESDELKEQI
VKQAQVVYELTVIDEELGDKQLEAVQTRFHARKNRLSEVSMRHNFHKDRFY

NTDB id 62524 N288 RS20520 WP 009792966.1 MTRKKFDTKTLDLILEKMVSTVGNSKDEIFRISEQCRQDFESLTSDLKEVKQAVVLTIDEGDQLEAQTRFARKRLSEVSMHFKDY 85
NTDB id 130 BSU 35500 NP 391430.1 MNKTKMDSKVLDSILMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIELGDKLEVQTRHARNRLSEVSRNFHRF 85
consensus ! * ! !*! !! !! !!* !! !!!!*! ! !!*!! *! ! *!! *!! ! !* !! !! !!!*!! !!!!!! *!* *
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TIDERASEHSLVSQI STVVLMNYLMNQSDLKRERMVGELLVLAEDAKQALKQDFG
NTDB id 62524 N288 RS20520 WP 009792966.1 TESQVREAYEKAHQLQMKLSMNRQQEKQLRERRDDIERRLLGIQETIDRAEHLVSQISVVMNYLMSDLKRMGEVLEDAKLKQDFG 170
NTDB id 130 BSU 35500 NP 391430.1 SEEEIRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQEIIERSESLVSQITVVLNYLNQDLREVGLLLADAQAKQDFG 170
consensus *! *! !!!!!! !!* !*! ! !!!!!!!!!!*!!!!!!*!! !*! !*!!!!!*!!*!!! !!* *! *! !! !!!!!

logo LKR I I EAQEEERKRLVSRE IHDGPAQML
MANVMMRSDEL I ER I FYKRDERGAEGDEAGFIQTE IKNSLKRKQMNVRNALYEVRR I IYDLRPMALDDLGL IVP

NTDB id 62524 N288 RS20520 WP 009792966.1 LKIIEAQEEERKRLSREIHDGPAQMMANVMMRSDLIERIYKERGAGEAITEIKSLKKMVRNALYEVRRIIYDLRPMALDDLGLVP 255
NTDB id 130 BSU 35500 NP 391430.1 LRIIEAQEEERKRVSREIHDGPAQMLANVMMRSELIERIFRDRGAEDGFQEIKNLRQNVRNALYEVRRIIYDLRPMALDDLGLIP 255
consensus !*!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!*!!!!!***!!! ** !!! !* !!!!!!!!!!!!!!!!!!!!!!!!!*!
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NTDB id 62524 N288 RS20520 WP 009792966.1 TLRKYLQTIEEYHNTVKIYFSNVGD..EKRLPPKYEVALFRLVQESVQNALKHAEAKEIKVKLEIRNDSISVVIRDDGKGFDTSQ 338
NTDB id 130 BSU 35500 NP 391430.1 TLRKYLYTTEEYNGKVKIHFQCIGETEDQRLAPQFEVALFRLAQEAVSNALKHSESEEITVKVEITKDFVILMIKDNGKGFDLKE 340
consensus !!!!!! ! !!!* !!!*! **!**** !!*! *!!!!!!! !! ! !!!!! ! !! !!*!! ! * **!*! !!!!!
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NTDB id 62524 N288 RS20520 WP 009792966.1 ...KKPESFGMIGMRERVELLEGQISFDSKINAGTIVLIQVPFME 380
NTDB id 130 BSU 35500 NP 391430.1 AKEKKNKSFGLLGMKERVDLLEGTMTIDSKIGLGTFIMIKVPLSL 385
consensus ***!!* !!!**!!*!!!*!!!! ** !!!! !! **! !!

X non conserved

X similar

X ≥ 50% conserved


