T

AR stlabel I

NTDB id 1177 A1552VC RS01165 WP 000422572.1 75
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 62517 N288 RS17705 WP 009796081.1 78
NTDB id 1307 DR RS10055 WP 010888596.1 80
NTDB id 1116 NGFG RS10615 WP 003690200.1 e PMIRVG R 76
NTDB id 1086 NMV RS00245 WP 002218487.1 e SIPMIRVEBIG R 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG R IMNDIAQRH] 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... PPM R DG R IMNDIAQRE] 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e I4 SDLH SAG PPMIRVDG R IMND Q 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 e Il SDLH SAG PPMIRVDG R IMND 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e ASDLHLS G PPMIRVDG R IMND 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e E] IIASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 e ASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG R IMND 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 P ASDLHLSAG PPMIRVDG R IMND 76
consensus * ko |k ok k ok ok [ ok ok | ok okok ok * %k | k% * % % * * * * * %k % % | | * %
logo S \-EL E

N VA 119 L ER el s s AR L
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EXNERINAYS/SIRIA R D MPEMY TIMRINEMK WP E LELPIGIIN 1 ANSINRG 156
NTDB id 62517 N288 RS17705 WP 009796081.1 G. LJLPIY 1 | ASPRGLVLVTGPTGSGKSTTLA M 157
NTDB id 1307 DR RS10055 WP 010888596.1 . 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 I . 155
NTDB id 1086 NMV RS00245 WP 002218487.1 NB 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 I . 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 1. 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N E ARGLVLVTGPTGSGKSTTLAA 155
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 . I3 ARJSRIRGLVLVTGPTGSGKSTTLAAN 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 G. I PBMPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 G. ISTIMPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 N D IONPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 I . D IONPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 I . D I[ONPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N D I[ONPRG VLVTGPTGSGKSTTLAAM 155
consensus * kL] skok kok o kokokok |okokokk  kokok kk o kk o koK * x ok | okok ok (RS * | * K3



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
1019 ACIAD RS04205 WP 004922051.1

EDPIEFVHEHK C
EDPIEF H[AE{ANC
EDPIEF H|¥#X&C TNQREV[esD T)y)

62517 N288 RS17705 WP 009796081.1

1307
1116
1086
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

EDPIE Hj@IENC I QREVEGRD TR

EDPIEF HI@IKEY] INQREV[ESDTIH
EDPIEFVHMSKKNLINQRE H[ABITIH
EDPIEFVHMSKKBLINQRE H[AEITIH

EDPIEFVHSIWKCLINQREVH
EDPIEFVHSIWWKCLINQREVH
EDPIEFVHMSKKCL NQREVH
EDPIEFVHMSKKCL NQREVH
EDPIEFVHIMKKCL NQREVH
EDPIEFVHIMJKKCL NQREVH
EDPIEFVH|#ZKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVH@MSKKCLINQREVH

Ny LR ALR DPD
WNALR ALR [PD
INALESALREDPD
INYALRSALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
§)IALRSALREDPD
)3ALRSALREDPD
IW3ALRSALREDPD
M9ALRSALREDPD
WA LRSALREDPD
M5ALRSALREDPD

ILVGEWRDIMETIIHLA TAAETGHLVFGTLHTRSA

ILVGEMMRDMETIWLA TAAETGHLVFGTLHTNSAp
ILVGEMRDMETIIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETILALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIILALTAAETGHLVFGTLHT SAAK

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
62517 N288 RS17705 WP 009796081.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

Fk LD ULk ] rokrdokk L) Dkokr |

* %k * |

TR st R SEL AL o s L

IDRI DVFP Q
T DRI DVFPA[§EK
T DRI DVFPA[EK
TIDRIIDVFP N K

TIDRIIDVFP B K

TIDR IDVFPAEEK MVREIMLSESL[NAVISQpN
TIDR IDVFPAEEK MVREIMLSESL[NAVISQEN

TIDR IDVFPAEEK MVREMLSESL[NAVISQpN
*ok 1ok ok ok ok ok ok ok K K ok ok NETTL P

BUWAGGRVAAIR
MIIGGGRVAAHEIMI
MUGGGRVAAHEIMI
BAXGGGRVAAHEIMI
BUGGGRVAAHEIMI
BUGGGRVAAHEIMI
BUGGGRVAAHEIMI
* % ok

Tler Lkl

MUGGGRVAGHEIM
BAIGGGRVA[Y

HEIM

*ok | koK ok ok |

NEY

1P ARl

| % * 1% [N [

Q
BWPAIRNLIRENKVAQMYSHIQTG ERsIGMQ
BWPAIRNLIREPDKVAQMYSHIQTG PEWIGMQ

.NKGGRVAAHEIM (GINEA TRNLIREINK AQMYSHSIIQTG[NESNGMQ

EIM [QUNGATRNLIREMK AQMYSHSIQTG[NEANGMQ

WWPAIRNLIRENKVAQMYSEIQTG
WPAIRNLIRENKVAQMYSHIQTG
IIPATRNLIRE[KVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEVIQTG
IIPATRNLIRERNKVAQMYSENIQTG

IIPATRNLIRENKVAQMYSINIQTG
kkkx || kokokkokk Xk *

R0, 5e (s 0

233
235
236
237
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
317
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

62517 N288 RS17705 WP 009796081.1

1307
1116
1086
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

62517 N288 RS17705 WP 009796081.1

1307
1116
1086
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1

1

1

T&DQgL[&\.yé§~¥l2E§£ABE%AEﬁg§5E

SFREARY QY DD KISE QDAL HS
YEDIL L HIA
EDARE DY DHQHARS Y ADIIL K HIY

ISR Y DK@ L ERJA
IBMPEAVNRRR

X non conserved
B similar
>50% conserved

¢

¢

NERESIKHTEN\HE AJNLN .
NERRSIKHTEN\HE AJALN .
(CNRS RENENREKINKT .
(SR D SENKEKINKQ .
CNINLPTEN\RAVIAKS .
(¢
¢
G
*

IRIPQTE\RTAIKQ .
IRIPQTERTARKQ .

IRIPQTE\RTARKQ .

368
381
383
346
418
347
347
345
345
344
344
344
344
344
345
345
345

R E T K e EARS L LoGRERVRESDET, o avris AR R mDos i REF R A~
DSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
DSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
DSPNNLRLQIKLSEEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ...

ID.PKEARLAN. .DASAGL.GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
INQNSESMSF

368
381
383
346
395
347
347
345
345
344
344
344
344
344
345
345
345



