
logo

MSQYTICEQQTER I FDI SPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACE I FAFMTHKQI EPVVIASDELKYLL
NTDB id 1384 A4U84 RS08525 WP 010787006.1 MSQYTICEQQTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLL 85
NTDB id 62511 N288 RS16715 WP 022544183.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
consensus

logo

NALSPEQQP IYEESELAFVEQEQEQLNLN
M
S
D
K
P
S I IEKQRVLALSKDSNI

L
F
I
V

C
E
K

D
E
F

C
A
L
V
Y

A
L
R

Q
R
T

K
NASDIHI ELVPREKRHQRKDALTLI IHQRFLRVIADDGHARVLHLKLSKRYKQRDSVMLKPS IKTDEQDELACESVRL I

NTDB id 1384 A4U84 RS08525 WP 010787006.1 NALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLI 170
NTDB id 62511 N288 RS16715 WP 022544183.1 ............................MSKIERLADSIVCDAVRRNASDIHILPRRHDTLIQLRIADRLLSRQVLPTDDCERLI 57
NTDB id 96 BSU 24730 NP 390353.1 ............................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLI 57
consensus ** !*** **** *** *!!!!!!*!!* * *! *!** !* ** * *** !!!

logo

A
S
R
H
I
FKLFSLSAAKSLMDI SGDELRRKQRPQDNSGAQSFLYTSFLEKTI

L
T

A
D
K

LAE
Q

D
G
K

L
N
T

I
L
V

D
G
H

F
LRLMVSSTLPSTSIHNYEGHEKSLVLIR I

L
V

L
M
Q

K
P
N
Q
E
K
Y

D
N
P

TI
N
S

F
I
P

D
H
S

F
I
D
L
S

Q
K
I
L
G
S
F
L
N
FPAKQMQTGQSANTKTLLANSAFLLKQHAPSQHGML ILV

NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLI 255
NTDB id 62511 N288 RS16715 WP 022544183.1 AHFKFSASMDIGDRRRPQSGAYSLEID.QKLIGLRLSTLPSSHHESLVIRILPQED.NIHISKISLFPAMSNKLLALLKHAHGLV 140
NTDB id 96 BSU 24730 NP 390353.1 SHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYN.IPSIDKLSLFPKTGATLLSFLKHSHGML 140
consensus ***!*** *!!***!*!! ! *** * * *!*!*!!** !*!!*!**** * *****! *!! !!* *!**

logo

I
L
V
FTGPTGSGKSTI

TTLYSALVLHNQEYALTKNSKQSHLMFDKNKRHNVI ILVTALEDP I
VE I

K
T

D
E
R

D
I
S

E
D
D
G
L

L
V
I
LQTVQVNRESKI

A
Q
G
L
V
D
S
T

F
Y
A
S
A
Q
S

L
GLRKTAFI LRQHDPDMI I IMVLGE IRDEAESTAKEMIA

NTDB id 1384 A4U84 RS08525 WP 010787006.1 LVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMA 339
NTDB id 62511 N288 RS16715 WP 022544183.1 LFTGPTGSGKTTTLYSLLHETSSLFKRNVITLEDPIEKDSDLVLQVQVNEKAGVSYASGLKAILRHDPDIIMVGEIRDAETAEIA 225
NTDB id 96 BSU 24730 NP 390353.1 IFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIA 225
consensus **!!!!!!!!**!!!!**** * ****!*!!!*! * * **!*!!!******** *!***!!*!!!*!**!!!!!*!*!**!

logo

L
VRASALMQTGHLVLTSSTMLHTNRDALKSGAVI EYRLCLQELFGVIGNQEMWNQYE IQENQSTVLLI LA I

V
A
I
TAQRLVDERKLALSCKPFKYCERSNGGTVGCCPSDPSVEHYCYRGQAGSARYANRTGKRR I

A
G
SVFYQECLLSTYRGTKNAL

NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGCD.ECYQGYRG.RIGVYQCLSRTA. 421
NTDB id 62511 N288 RS16715 WP 022544183.1 VRAALTGHLVLSTMHTRDAKGAIYRLCEFGVGWQEIEQTLIAVTAQRLVELSCPYCSGTCPP.HCRGAAAGKRASVFELLTGKAL 309
NTDB id 96 BSU 24730 NP 390353.1 VRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNL 310
consensus *!!**!!!!!!***!!*!!**!**!!***!** *!!******* !!!!!** !**! * * !*** **!**!***!*****

logo

Q
S
A
Q
C
V
I
M
Q
K
K
E
F
A
D
K
R

K
G
E
N
Q

G
H
T

S
A
A
N
Y

L
Y
D
Q
F
Y
P
Q
S

S
TLKRENQAISAIKLRQKKGI EAQLQGLYI

L
T

K
N
T

T
E
A
N
T

N
E
M
V
YDRVWLVGYHNYEDKDS

NTDB id 1384 A4U84 RS08525 WP 010787006.1 ....KKFDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 62511 N288 RS16715 WP 022544183.1 SAVMKEARGEGSAYQYPTLKNAILKGIALGYIKEAEMDRWVYNEDS 355
NTDB id 96 BSU 24730 NP 390353.1 QQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus ******* * *** *!** ****!***** * **!!*** !

X non conserved

X similar

X ≥ 50% conserved


