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NTDB id 62510 N288 RS16470 WP 009794965.1 KETHIDQLQKELSSLQKDLSLEAEQLSRLRRKSAKKLTSLIHKELKELYMSKTVFEVKFEELSS.............RGYHRNGA 412
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGI 424
consensus ***!* ! !!! !* !!* *!! **! *!* !!!! !!*!!! !!! !* !* ! * ************* * *!

logo DKL IVEKFLYI STNPTGEPLKPSLSKVASGGELSR I
VMLAI

LKS I FSKSHQQDGVTS I I FDEVDTGVSGRVAQAIAEKIHHKVS IRDGSQVLC I STHLPQ
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NTDB id 62510 N288 RS16470 WP 009794965.1 VAAMADTHLFIAKSTRDGRTKTTVKPLNSEDKIKEIGRMISGVEITDLTKEHAKELLQLAQQIKIT. 563
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