
logo MERKIKVC I
V
A
VDDNRELVGSLLESEYIAEGSQDEDMEVI

SGVAHYNGQECLESLVFLEKEKTDEPDVLVLDI IMPHLDGLAGVLEKRLRESDRLRKSKSMQPNVIML
NTDB id 62509 N288 RS16460 WP 009794968.1 MRKIKVCIVDDNRELVGLLEEYIASQDDMEVSGVAHNGQECLEVLEETEPDVLVLDIIMPHLDGLGVLEKLRESRRSSMPNVIML 85
NTDB id 89 BSU 24220 NP 390302.1 MEKIKVCVADDNRELVSLLSEYIEGQEDMEVIGVAYNGQECLSLFKEKDPDVLVLDIIMPHLDGLAVLERLRESDLKKQPNVIML 85
consensus ! !!!!!* !!!!!!! !! !!! !*!!!! !!!*!!!!!! * ! *!!!!!!!!!!!!!!!!*!!!*!!!! !!!!!!

logo TAFGQEDVTKKAVDLGASYF I LKPFDMENLAVGHIRQVSGKNASNSPSVI
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QSSQSSAI IYRSSQSPQEPSKKPKNLDAS ITS I IHE IGVPAHI

NTDB id 62509 N288 RS16460 WP 009794968.1 TAFGQEDVTKKAVDLGASYFILKPFDMENLAGHIRQVSGKSNPVIRKSQSS...AYR..SQESKPKNLDASITSIIHEIGVPAHI 165
NTDB id 89 BSU 24220 NP 390302.1 TAFGQEDVTKKAVDLGASYFILKPFDMENLVGHIRQVSGNASSVTHRAPSSQSSIIRSSQPEPKKKNLDASITSIIHEIGVPAHI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! *! ** *!!*** !** *!*!*!!!!!!!!!!!!!!!!!!!!

logo KGYLYLREAI SMVYNDI ELLGS ITKVLYPDIAKKFYNTTASRVERAIRHAI EVAWSRGNIDS I SSLFGYTVSMTKAKPTNSEF IAM
NTDB id 62509 N288 RS16460 WP 009794968.1 KGYLYLREAISMVYNDIELLGSITKVLYPDIAKKYNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTVSMTKAKPTNSEFIAM 250
NTDB id 89 BSU 24220 NP 390302.1 KGYLYLREAISMVYNDIELLGSITKVLYPDIAKKFNTTASRVERAIRHAIEVAWSRGNIDSISSLFGYTVSMTKAKPTNSEFIAM 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VADKLRLEHKAS
NTDB id 62509 N288 RS16460 WP 009794968.1 VADKLRLEHKAS 262
NTDB id 89 BSU 24220 NP 390302.1 VADKLRLEHKAS 267
consensus !!!!!!!!!!!!
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