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NTDB id 62508 N288 RS15600 WP 269147768.1 MQLNFHYPNGRKYLPQKAAAAPVKKEKKWTYSNRGMTLEDDINETNAFYLERGLAVIHKKPTPVQIVNVDYPKRSAAVIKEAYFK 85
NTDB id 117 BSU 22310 NP 390112.1 ...MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFK 82
consensus *** *!!!!* * ! * * * **!!!!!!!!!!!*!!!! *!! *!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!
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NTDB id 62508 N288 RS15600 WP 269147768.1 QASTTDYNGLYKGRYIDFEAKETKNSTSFPLKNFHAHQISHMRRIVAQGGICFVLLRFSESEEIFLLEARSLFPFWERMENGGRK 170
NTDB id 117 BSU 22310 NP 390112.1 QSSTTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIIS..AFDQVYFLEADKLFYFWDRKEKNGRK 165
consensus ! !!!!!!!*!!!!!!!!!!!!!!! !!!!! !!! !!! !!* * !! !!!!!** ** * ** !!! !!*!!*! ! !!!

logo S IARKDTE I
LEENTAGHYPR IQSLGFYAQPR IDYIKS IV IDEQYLYFNLSPTSSGAKG

NTDB id 62508 N288 RS15600 WP 269147768.1 SIAKTEIEENGHRIQLGFQPRIDYIKVIDYLYNLT...... 205
NTDB id 117 BSU 22310 NP 390112.1 SIRKDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !! ! !*!! ***! !!* !!!!!! *!* !! *******
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