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NTDB id 62506 N288 RS12795 WP 009793489.1 MLAMFKHFKGKDWLLVLCSLIFIIVQVWLDLKLPEYMHEITMLVQTEGSSMGDVLIQGAYMLLCAIGSMAAAMIVGFFAAQVAAG 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
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NTDB id 62506 N288 RS12795 WP 009793489.1 FAVRLRGMVFEKTMSFSMEEINGFSTPSLITRSTNDITQIQLLIAVGLQAIVKAPILAVWAILKIMGKSWQWTAATGIAVAVLMV 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
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NTDB id 62506 N288 RS12795 WP 009793489.1 MLAVIIVIALPKFKVIQTLTDNLNRVTRENLTGIRVVRAYNAEEYQEDKFEKANSELTRTNLFTGRTMAIMMPVMTLIMSGINLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
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NTDB id 62506 N288 RS12795 WP 009793489.1 IYWIGAFIINNAA............TPDKLTLFSDMVVFSSYSMQVIMAFMMLSIIFVMLPRATVSAKRINEVLQTDSKILDGTL 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 62506 N288 RS12795 WP 009793489.1 KGNDSKAAGEIEFRNVSFKYPDAADYILKNISFTAHKGETVAFIGSTGSGKSTLLNLIPRFYDATEGEVLVDGINVKEYRQEDLR 413
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
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NTDB id 62506 N288 RS12795 WP 009793489.1 NKLGYVSQKAVLFSGTVSENIAYGTGGTEPGE..KIERAAEIAQASEFVEKLGDQYQGVISQGGTNLSGGQKQRLSIARAIYKQP 496
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
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NTDB id 62506 N288 RS12795 WP 009793489.1 EIYLFDDSFSALDYKTDRRLRSLLKKETSDSTTLIVAQRIGTIKDADRIVVLDQGKVVGIGTHEELLDGCSVYQEIAYSQLSKEE 581
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
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NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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