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NTDB id 62490 N288 RS06725 WP 009794014.1 HLNSTGVNMLIRKIIEDKKDELKIFQRAAGKNGFIGQMEQMLTEFKRYCIEPGALAGKRE..ELESRRGSRGLQDKLHDMELIYK 168
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NTDB id 62490 N288 RS06725 WP 009794014.1 AESYQSVYEIAGMAGAEMEQEVLLNGQQRWDNDSLRHMERAFSSRPAEPFAGKAN.VHIAQAVNRRAEIEGAAREIKRLAAEEGY 337
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NTDB id 62490 N288 RS06725 WP 009794014.1 EELDIPTKLERWKLEEEDKGNLVKAREHDQAWNAVMELLDQFVEMLGDEKISMKQFASILDSGMESLRFSLVPPAMDQVLAADLD 592
NTDB id 120 BSU 10620 NP 388943.2 EETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMD 594
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NTDB id 62490 N288 RS06725 WP 009794014.1 KSRLSDIKAAFVIGLNEGVLPGKFTEEGVLADADREKLLQSGLKIAHGSKVRLLDEDFLAYRAFSTPSSHLYISYPLANEEGKAL 677
NTDB id 120 BSU 10620 NP 388943.2 LSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTL 679
consensus !!* * !!*! !*!!!!*** ! !!! ! !!! ! !* * *! * !!!!!*!! ! !!!*!! *!!*!!!*! !!! !

logo

L
MPSMPI

Y
I
V
K
SRALENELFPEHAHGKEQLRLML

W
M
T
A
N
D
EPEFEQLVPSDEEEQLLMF

Y
A
V
M
VNEKDSTVASLQSFYLTASQLQRLMNWKTREGYDKI SDGI

VWWDSTVYNVYLYHMASEHPQDRLRGDLQTASKRKLVFL
NTDB id 62490 N288 RS06725 WP 009794014.1 MPSPYISRANELFPEAGQLMWMADPFELPEEEQLLFAMNEDTSLSYLASQLQMNKRGYKISGIWWDVYNYYHAHPRLGDTARKVL 762
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NTDB id 62490 N288 RS06725 WP 009794014.1 GTNMELVGRIDRVDKAENENGVYLRVIDYKSSARDLNISEVYYGLALQMLTYLDIIITHSGDIAGKKADPAGVMYFHVHNPIVNS 1017
NTDB id 120 BSU 10620 NP 388943.2 GCTMELVGRIDRVDKAESSKGLLLRIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQS 1018
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NTDB id 62490 N288 RS06725 WP 009794014.1 PKLLTLDEIEEEIFKKFKMNGLLLGDENVLRLMDQTLDSGDSSIISAGFKKDGTITKRSKVATRDDFESLRKFVRGTYTKTGDAI 1102
NTDB id 120 BSU 10620 NP 388943.2 NLPLGLDEIEQEIFKKFKMKGLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQI 1103
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NTDB id 120 BSU 10620 NP 388943.2 TDGRVSIEPYKMKNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
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