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MK I E\F QIF[VIVVYHEFGHF FAK GILVREFAIGMGPKIFAHTGKDGT YTIRILPLGGYVRMAGWGEDISTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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L LNPFAGUYVERNRINLS{Y Q DS} LPMNVT DJJE KLIRITGLVLIZE KTYJWVDHDATIVEEDGTE RIAPMDVQYQNA WGRL
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
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TNFAGPMNNFILG LVFI LIgF QGGVEY IS NI\ § IB2GGARQIN G NTGDIYI NIGNTTDSMTEMATIEMSKAATDAMTEPEF
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL)
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.1 DH.\YVEHBICKNRHNESAYT A Q VD{e3N(R ENCRRSY RN W GNEF VDdi@l T (eleazlaEING A TIAL RUST AN IS ANSD MK QiNele AW T MK VIASIAY:}
SVTVKRSNGQEETISVKPQISQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQIYSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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EIRGL S L{¢LM BLSINLGIFNLIPIPALDGGKIVMNI EAIRRKPLISYEWESYITLAGVAVMVVLMIYVTWND IMRYYFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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