
logo MI
L
T

D
N
L
QLKRQYLTI

M
V

T
F
E
T
A
R
S

D
E
S

P
F
I
L
WF ILVLRVI L ILAGVF IL I I LLFFILAVYFLVI

T
F
L
VLNL ILYREENRYKRNDNI

K
NQI

L
VKQI

LNAQKVKNRADSL IAETGDHNYASTKDKVLKDVMEQRDGGNSPSDELI STDENI
L
M

A
T
VNSNVLNDLSE

NTDB id 375 SMU RS06880 WP 002262929.1 MTN.....VFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSE 80
NTDB id 62447 YB51 RS03250 WP 013730249.1 MINQLRYLMTTAEFWFVVILIGFL.....IALTVLLIENYRDNKQIKQLNQKVNALIEGNYADVLDMRGSPEITDMANSLNDLSE 80
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGFI.....LVVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSE 80
consensus !** ** *** ***!**!!**** * ***!*******! !*!!*!*!!* !! ! !***!** * ****** !**!!!!!

logo VFIRLTQHDENLAEQESKKNTRLNTS I LFSYMS
TDGVI

LATNDRI
R
SGKQRITIVMINDTMAKQKQLNGVLSTVKRSQEDKQAQVELENQCRYHNSLI LDE I

L
VLKDI

L
D
E
S

E
D
N
R
SYETYLNRDLLIATKQSTPELIALVI

L
T
D
H
R
S

NTDB id 375 SMU RS06880 WP 002262929.1 VFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLITKTPEIVLTR 164
NTDB id 62447 YB51 RS03250 WP 013730249.1 VIRLTHDNLEQEKTRLTSILSYMSDGVIATDRIGRIIMINDMAQKQLGLSSQKQEQYHLLEVLDLSDRYTLRDLLAQTPEIAIDH 165
NTDB id 414 AAK55818.1 838..2187( ) VIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSPELLLDS 165
consensus !*!!!**!!*!!* !!*!!!*!!*!!!*!!*! !*!**!!!*!*!!!***** ** *!**!**** !***!!****!!****

logo

Q
R
T

N
D
I
E
Y
N
D
E
GEYF ILNTLRAIVNRFATLNIRSRESGLF I SGL IVVAVLHDAMTTEQAEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDEGALCTETSVAPDSFVIKV

NTDB id 375 SMU RS06880 WP 002262929.1 RDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKV 249
NTDB id 62447 YB51 RS03250 WP 013730249.1 TNENEEFLTLRANFATIRSESGLISGLVVVLHDMTEQAKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALTESVAPSFVKV 250
NTDB id 414 AAK55818.1 838..2187( ) QDINGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALCETVAPDFIKV 250
consensus ****!***!!**!!**!*!!!*!!!!**!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!*!!!*!*!!

logo SLDETNRMMRMVITDLLHSLSCR IDNAQVTGSQHI
LDVELTINFTAF IMVNTYF I LDNRFDKQI

M
Q
K
G
N
S

T
Q
D
E
Q

SKS
T

D
E
NKKVYTELI IVRDYQPDIKNSPSVIW I

M
VE IDTDKMTQVI

L
VDN

NTDB id 375 SMU RS06880 WP 002262929.1 SLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDYPDKSVWIEIDTDKMTQVIDN 334
NTDB id 62447 YB51 RS03250 WP 013730249.1 SLDETNRMMRMITDLLSLSRIDNQVGQIDVELINFTAFVTFILNRFDQMKNTD.SDKVYTIVRDYQISPIWVEIDTDKMTQVLDN 334
NTDB id 414 AAK55818.1 838..2187( ) SLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE.KEKKYELVRDYPINSIWMEIDTDKMTQVVDN 334
consensus !!!!!!!!!!!*!!!!*!!*!!!*****!!!!*!!!!!***!!*!!!*** ** **!*!***!!!** **!*!!!!!!!!!!*!!

logo I LNNAIKYSPDGGTKVITFIVRSTMQKTTEDDSTQML IVLSVI SDEHQGLGIPKKQTDLPLR I FDRFYRVDRKARSRAQGGTGLGLSAIAKE I IVKQHKGF IWANKS
NTDB id 375 SMU RS06880 WP 002262929.1 ILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWANS 419
NTDB id 62447 YB51 RS03250 WP 013730249.1 ILNNAIKYSPDGGTITFSMKTTDSQLIVSVSDEGLGIPKTDLPRIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWAKS 419
NTDB id 414 AAK55818.1 838..2187( ) ILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQGGTGLGLSIAKEIIKQHKGFIWAKS 419
consensus !!!!!!!!!!!!!**!**!*!!**!*!*!*!! !!!!!! !!!*!!!!!!!!!*!!!!!!!!!!!!!*!!!!!*!!!!!!!!!*!

<0

logo EEYGEHKGSTFTIVLPYDESNKDAINADVAKLDEIDEVEWDEEDDESDEVDEDEES
NTDB id 375 SMU RS06880 WP 002262929.1 EEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
NTDB id 62447 YB51 RS03250 WP 013730249.1 EYGHGSTFTIVLPYSKDIALD.EWDDSDEEE 449
NTDB id 414 AAK55818.1 838..2187( ) EYGKGSTFTIVLPYDKDAVKEEVWEDEVED* 449
consensus !*! !!!!!!!!!!**! ***!******



X non conserved

X similar

X ≥ 50% conserved


