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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNY 75
NTDB id 62195 SCD RS10395 WP 009205108.1 MNRTLPVSRNNEEQPRRVLVVDDEADIRELLVMTLQRMGLDVDAAASTFEAEQYLHKNYYNLCLTDMRLPDGDGLGFLEYVTKNY 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH 73
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH....DTTENALENKLLIGRSLPIQQLRIAIKK 156
NTDB id 62195 SCD RS10395 WP 009205108.1 PGKPVAVITAYGSAENAVAALKAGAFDYLSKPVSLAQLRALVNSALKLPSSSQSRKIEENQTAVGQPVLLGNSPLMLQTRQMIAK 170
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE.......EAPVDNRLLGESPPMRALRNQIGK 151
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEI 241
NTDB id 62195 SCD RS10395 WP 009205108.1 LARSQAPIHISGESGSGKELAARLLHLDGPRGDAPFVAVNCGAIPENLMESEFFGYKKGAFTGANQDKEGFFQAAAGGTLFLDEV 255
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEV 236
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFI 326
NTDB id 62195 SCD RS10395 WP 009205108.1 ADLPLPMQVKLLRVIQEKMVRKVGATQEEPVDVRIISATHQDLTLCVESGKFRQDLFYRLNVIVLKMPALREIPDDIPLLAGEML 340
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERIL 321
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAV 411
NTDB id 62195 SCD RS10395 WP 009205108.1 KKMAGLNTEPP.KLSLAALKDLQEYDFPGNVREMENILERAMALTTGGEICPEDLQLAAKQP................KDMAQ.. 406
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPG................ASQEGAA 390
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 62195 SCD RS10395 WP 009205108.1 ..MKSLPLQEYLDAVEKEAILEALEKTRFNKTAAAKLLGITFRALRYRLERLGMD....... 459
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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