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NTDB id 1395 DSB67 RS04445 WP 010649155.1 ......MKWMLTLCLLILAPMSWAETKTKADKY..............EGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNE 65
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLS..RYTFSLLFGLFSATTFAEEKVTTSTEHTPVVMQQV.AATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREK 82
NTDB id 62169 HIFGL RS03180 WP 021034824.1 MKLMKTLFTSFVLCGALAAGSTFAEDKVVEQTTQAVVTTQTDSQVAAAMMGDKLNINIATASEIQKSLTGIGAKKAEAIVQYREK 85
NTDB id 1362 HI 1008 AAC22669.1 ...MKTLFTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREK 82
consensus ** *********!**********!!*!** ** ******* * *** *******!*!*!!!*!!***!*!!!*!!! *!! !!**
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NTDB id 1395 DSB67 RS04445 WP 010649155.1 HGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 NGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 62169 HIFGL RS03180 WP 021034824.1 HGNFTNVEQLLEVQGIGKATLEKNRDRIIF. 115
NTDB id 1362 HI 1008 AAC22669.1 HGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus *!*! * **! *!*!!!*!!**!!*!*!**
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