
logo MNIKDEGHIDKSVCSLLDLQLVGNVSTFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEDGEVLAI
TQL ITKLGCEPFTTNELNKRFVLSQYYA

NTDB id 62157 HIFGL RS01205 WP 080228090.1 MNIKDGHIDKVCSLLDLLVGNVTFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEDELATQLIKLGCEPFTTNELNKRFVLSQYYA 85
NTDB id 1375 HI 0601 AAC22258.1 MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVLSQYYA 85
consensus !!!!! !!! !!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!!!!!!!!!!!!!!!!!!

logo LSTDEQI
VLRNSNMRLCRKL I I LS IKQI ILEQKLECYTLRKLNRLKDLPNLTIKHERAL IKVGITDNVAVMLRE IGAENALVELKKNSGSGATLD

NTDB id 62157 HIFGL RS01205 WP 080228090.1 LTEQVLRNNMLCRKLIILSIKQIIEQKLEYTLRKLNRLKDLPNLTIKHERALIKVGITDVVMLREIGAENALVELKKNGSGATLD 170
NTDB id 1375 HI 0601 AAC22258.1 LSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENALVELKKSGSGATLD 170
consensus !**!*!! ! !!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!! !!!!!!!

logo FYWKLVCALQNKNSQMLSQAEKERLLKKLNEVLWRKNGLKGYRKLDDE
NTDB id 62157 HIFGL RS01205 WP 080228090.1 FYWKLVCALQNKNSQMLSQAEKERLLKKLNEVLRKNGLKGYRKLDDE 217
NTDB id 1375 HI 0601 AAC22258.1 FYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE 217
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!
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