
logo MKYHWFFLTIAI LLFF IMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTE I I SSDVPNNLCGADENRQAAE IPLNALKLVGVVI SKDKAFAL
NTDB id 62151 HIFGL RS00205 WP 021034381.1 MKYWFFLTALLFINCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKDKAFAL 85
NTDB id 1372 NTHI RS02650 WP 011272047.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKDKAFAL 85
NTDB id 1346 HI 0436 AAC22095.1 MKHWFFLIILFFMNCSWGQDPFDKTQRNRSQFDNAQTVMEQTEIISSDVPNNLCGADENRQAAEIPLNALKLVGVVISKDKAFAL 85
consensus !!*!!!!**!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLQDQNGLQVIYSVLEGVDVAQEGYIVEKIDNQNNVQFMRKLGEQCDSSEWKKLSF
NTDB id 62151 HIFGL RS00205 WP 021034381.1 LLDQNLQIYSVLEGVDVAQEGYIVEKIDQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1372 NTHI RS02650 WP 011272047.1 LQDQGLQIYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
NTDB id 1346 HI 0436 AAC22095.1 LQDQGLQVYSVLEGVDVAQEGYIVEKINQNNVQFMRKLGEQCDSSEWKKLSF 137
consensus !*!!*!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


