
logo MQFSLKNYLRTLQIG IHRKQSGYFDFVWFDDLEQPQSYQI FVNDRYDFKNRFLQQLKTQYQGKTFPLQFVAS IPAHLTWSKVLMLPQV
NTDB id 1343 HI 0439 AAC22098.1 MQFSLKNYRTLQIGIHRKQSYFDFVWFDDLEQPQSYQIFVNDRYFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVLMLPQV 85
NTDB id 62148 HIFGL RS00190 WP 021034378.1 MQFSLKNYLTLQIGIHRKQGYFDFVWFDDLEQPQSYQIFVNDRDFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVLMLPQV 85
NTDB id 1369 NTHI RS02665 WP 011272050.1 MQFSLKNYRTLQIGIHRKQGYFDFVWFDDLEQPQSYQIFVNDRDFKNRFLQQLKTQYQGKTFPLQFVASIPAHLTWSKVLMLPQV 85
consensus !!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNAQECHQQCKFVLI EKELP I FSLDENELWFDYRSTPSLKQGFRLEDVTAIRKSSTAQTYLQDFQPFNKINI
VLDVASNAVI LRAFQYLLNAEQVR

NTDB id 1343 HI 0439 AAC22098.1 LNAQECHQQCKFVIEKELPIFLEELWFDYRSTPLKQGFRLEVTAIRKSSAQTYLQDFQPFNINILDVASNAVLRAFQYLLNEQVR 170
NTDB id 62148 HIFGL RS00190 WP 021034378.1 LNAQECHQQCKFVLEKELPISLDELWFDYRSTSLKQGFRLDVTAIRKSTAQTYLQDFQPFKINVLDVASNAILRAFQYLLNAQVR 170
NTDB id 1369 NTHI RS02665 WP 011272050.1 LNAQECHQQCKFVIEKELPISLNELWFDYRSTSLKQGFRLDVTAIRKSTAQTYLQDFQPFKINVLDVASNAILRAFQYLLNEQVR 170
consensus !!!!!!!!!!!!!*!!!!!!*!*!!!!!!!!!*!!!!!!!*!!!!!!!*!!!!!!!!!!!*!!*!!!!!!!*!!!!!!!!!*!!!

logo SENTLFLFQEDDYCLAICERSQQSQI LQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPEHNWQRVETELPF IALGNALWQ
NTDB id 1343 HI 0439 AAC22098.1 SENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPENWQRVETELPFIALGNALWQ 255
NTDB id 62148 HIFGL RS00190 WP 021034378.1 SENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPEHWQRVETELPFIALGNALWQ 255
NTDB id 1369 NTHI RS02665 WP 011272050.1 SENTLFLFQEDDYCLAICERSQQSQILQSHENLTALYEQFTERFEGQLEQVFVYQIPSSHTPLPENWQRVETELPFIALGNALWQ 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo KDLYHQQKVGNG
NTDB id 1343 HI 0439 AAC22098.1 KDLHQQKVGG 265
NTDB id 62148 HIFGL RS00190 WP 021034378.1 KDLYQQKVGN 265
NTDB id 1369 NTHI RS02665 WP 011272050.1 KDLHQQKVGG 265
consensus !!!*!!!!!*
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