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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AQKINGGINNAAF IDAEHALDPIYY ALNAL.GVN 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIVY ARWALGVN 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEY ARWALGVN 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPEYY ARWAL GVN 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPJAY ARWALGVN 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIYY ALWAL.GVN 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPI\Y ARWAL GVN 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPEYY ARWALGVN 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGFNAF IDAEHALDPRYY A[NJL.GVN 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRYQ K[W]G GIWNA IDAEA DINKVONT AINEAA 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT AQKGGAFIDAEHALDPYALGVNDELL SQPDGEQALEI 152
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKINGGNASAF IDAEHALDERsIY ASHL.GV i SQPD GEQALEI|N 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINSQKNIGGUASAF IDAEHALDNRs|Y AJQYI.GV i SQPD GEQALET]S 141
NTDB id 62014 G157 RS08260 WP 002779414.1 I EIYGPESSGKTT AINMOKINGGUAGAF IDAEHALDVRSY ARGV T SQPDGEQALEI 139
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINMOKINGGUISAF IDAEHALDYAYY AL GV Ng§D L SQPDIRAGEQALEI\Y 139
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHA.DYALG N EL SQPDIYGEQALETIFN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDIGEQALEI[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT WMOAF DAEHAIRDPWIYARBMLGVIS ~ELMN GEQALEI[Y 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIRDPIY AISYL GVIY ELp4 GEQALEI|¢ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT WMOAF DAEHAIRDPWIYARSMLGVI ~ELMN GEQALETI[S 140

NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDEYY ADALGV]Y § LL GEQALET[ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1 pMBRRNEIEIhGmN DELL GEQALEI 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1  NMERENGIEEIh M DELL GEQALEI 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1  JMBRRAOIAIIN NN e AFIDAEHALDPNYAISYLGV DRJLL SQPDEIGEQALEI/ 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT (e AFIDAEHALDPWNYAIANLGV DRLL SQPDRIGEQALEIJN 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIN 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEIVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR K 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR K 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR K 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR K 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR K 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR K 232
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR K 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR K 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR G . 231
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDMHVGLQAR HPS 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 62014 G157 RS08260 WP 002779414.1 GDMGDMHVGLQAR 219
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 G MGD [WJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 G MGDSH GLQAR |® . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR |8 . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMIGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 BMIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMRAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R . .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ..L.KQNEQH INKVVKNKVAPPF IM GEGIS 296
NTDB id 62014 G157 RS08260 WP 002779414.1 R .L.KQNEEP KVVKNKVAPPF M GEG S 294
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S 294
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG| KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. 1.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. 1.KEG KVVKNK AIPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .. V.KEG| KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
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600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
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1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAE
1211 C694 RS00795 WP 000963128.1 NEEI..... MPLPDE. .PLE..
1214 NCTC11637 00359 SQJ03206.1 ESIESNEETI..... MPLPDE. .PLE..
62014 G157 RS08260 WP 002779414.1 EGMI..... SSSEDE. .EGE. .
1245 Cj1673c YP 002345041.1 EGMI..... SGSEDD. .EGE. .
1334 RAOC RS04870 WP 004918236.1

1389 A4U84 RS07560 WP 021112712.1 K| MNTLBSNPNS. .. .. VLKATASDSND. .
1130 NGFG RS03960 WP 003688695.1 IMALNEMEMHTI . . . .. TEGTQDETDGE. .
1124 NGFG RS03960 WP 003688695.1 IMALNEMEMHI . . . .. TEGTQDETDGE. .
1123 0K783 RS03845 WP 003688695.1 IMALNEMEMHTI . . . .. TEGTQDETDGE. .
1427 RS RS02760 WP 011000510.1 EHLEMTPMG. . . .. AVTLA.EEVEE. .
1165 A1552VC RS01565 WP 000344154.1 IMEMLLNPENM. . ... QLIAETSSAAD..
1142 GTF74 RS11550 WP 000344154.1 IMEMLLNPENM. . ... QLIAETSSAAD..
1022 ACIAD RS06390 WP 004925639.1 IMEQLLTKASD. .. .. QTAA .HDETEE.
1074 ABD1 RS10195 WP 000344167.1 IMEQLLTTGTN. . ... GAVQ.I.EDEE.
1205 PSJM300 05545 AFN77183.1 JAKLLEITSAN. . ... TKATPVAEDLA.
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NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1211 C694 RS00795 WP 000963128.1 C 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 C 347
NTDB id 62014 G157 RS08260 WP 002779414.1 R 343
NTDB id 1245 Cj1673c YP 002345041.1 . 343
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
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