
logo MHQQDEHNQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDEMDNFNI IGEPLVI
MYCQRLPPANDYLPASPDEAAL ITGITPQKAMNQSEQGLAPEPEF IAKR

NTDB id 61945 M892 RS02730 WP 005528196.1 MHQDNQPTFFFFDYETWGTSPAKDRPSQFAGVRTDENFNIIGEPLVMYCRPPADYLPSPDAALITGITPQKAMQEGLPEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!*!! *! !!!! !*!!!!!!!!!!!! !!*!!!!!!*

logo IHAELSKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI

VEWPENDDEGFTSFKLEHLSVA
NTDB id 61945 M892 RS02730 WP 005528196.1 IHAELSKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGVEWPENDEGFTSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!

logo NGI EHSNAHDAMADVI
VATI ELMAKKVKAAQPKLFDYFFSTMRHNKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQYTSWIVP I

VAWHPTNNQN
NTDB id 61945 M892 RS02730 WP 005528196.1 NGIEHSNAHDAMADVVATIEMAKKVKAAQPKLFDYFFSMRNKRKLNELVDIVNMTPLMHVSGMLGRECQYTSWIVPVAWHPTNNN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!!!!!!!*!!!!!!*!

logo AVITVI
VDLAGKDPQP I

LLELDSAEETLKQAERLYTKRRYDEDELAGPDELLPVPVKLVHLNKCP I LAPAKTLTAENAEQKVIG IDREQKQCLASHNLANLVI
LRQHP

NTDB id 61945 M892 RS02730 WP 005528196.1 AVITIDLAKDPQPILELSAEELKERLYTKRDEL.GDLLPVPVKLVHLNKCPILAPAKTLTAENAEVIGIDRQKCLSNLALLRQHP 339
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! *!!*!!!!!*!!! !! ! !!!!* **!**! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !! *! **!!!!

logo E IREKL IVSTLVFS IQEREFENKQESDSDVDSTQLYADGFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDKRI EKPLLFRYRARHYAPGHTLDTDEQTEQRR
NTDB id 61945 M892 RS02730 WP 005528196.1 EIREKLISLFSIEREFEKSDDVDTQLYDGFFSPADRAAMDIIRETDPNNLAALDIEFDDKRIKPLLFRYRARHYAGTLDEQEQRR 424
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!***!! !!!! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!!! !!!!!!!!!!!**!! * !!!!

logo WAAQHCRDEVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHRYVEKSLACS
NTDB id 61945 M892 RS02730 WP 005528196.1 WAQHCREVFESQIEEYMLNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!* !! **! !!!!!!!!!!!! !*!!*!!!!!!!*!!! !!*
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