
logo MNDFEKI EQAAYSNLLLEDNVCQERLQENTTQLLHTNHFLYDALVI EQNGAVCYLDGGANETGEALDDI
F
V
IKKENNEKTKLKRSQLKNLDSKEEWRRASYFQFLI LFMIKAATQTSEQPQLQAS

NTDB id 61846 SCR2 RS08560 WP 020998065.1 MNFEKIEQAYSLLLENVQELQNTLLTNFYDALVEQNGVYLDGNTELDIVKKNNETLKSLKLDKEEWRRAYQFLLMKAAQTEPLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!!!*!*!*!***!*!**!!!!*!!!**!!******!**!*!!**!**!*!*!!!!!!**!!***!!*!***!!*

logo NHQFTPDS IGF IVITLFYL ILDEQGLSTNKESHQI
LDVI LI E IGSGMTGNLAETI LVNNTSNSKNSVIDYI

L
MGLI ELVDDLL IDI

LSAS IADVMLDASKSVSHFVQGEDAVR
NTDB id 61846 SCR2 RS08560 WP 020998065.1 NHQFTPDSIGFIVTFLIDQLSNKEHIDVLEIGSGMGNLAETILNNTNKNVDYLGLELDDLLIDISASIADVMDAKVSFVQGDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!!!!!!***!***!*!!***!**!!!!!*!!!!!!!*!!**!**!!*!*!*!!!!!!*!!!!!!!*!**!*!!!*!!!!

logo PQVI LKESDI
V I I SDLPVGFYPDNDNKIATQRYEQVASARKQLEGHTYAHHLLMEQSLKYLKSKDEGYLAI FLAPNVDLLTSTEQSDPLLKNKWLQNHNAVQTIVL

NTDB id 61846 SCR2 RS08560 WP 020998065.1 PQVLKESDVIISDLPVGFYPDDNIATRYEVASRQEHTYAHHLLMEQSLKYLKSDGYAIFLAPNDLLTSTQSDLLKNWLQNHAQIV 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!*!!!!!!!!!!!*!*!!*!!*!!****!!!!!!!!!!!!!!!!!**!*!!!!!!*!!!!!*!!*!!!*!!!!***!*

logo AMVIASLPESALI FGKNQAKASYNAIKTS I FVLKKQDSEQQASVLQEPSFVYAPLSTDLQNDQPAEDVLLRTRFSMEKKNFQKNKWSKQEEDSNEVI
F

NTDB id 61846 SCR2 RS08560 WP 020998065.1 AMIALPESLFGNAAYAKTIFVLKKQDEQAVQPFVYALSDLQNQADLLTFSEKFQNWSQESEI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!*!!!**!******!*!!!!!!!**!****!!!*!*!!!****!**!***!**!******

X non conserved
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X ≥ 50% conserved


