logo

NTDB id 61844 SCR2 RS08475 WP 006268043.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 61844 SCR2 RS08475 WP 006268043.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 61844 SCR2 RS08475 WP 006268043.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 61844 SCR2 RS08475 WP 006268043.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 61844 SCR2 RS08475 WP 006268043.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

1

1

1

1

1

o R Ve SRS LT TIRL R B AENT

ji(eNjepmy TIP\F IF[Y IVVYJHEFGHF FAK SGILVREF IGMGPKIFAHNGKDGTEIYTIR LPLGGYVRMAGWG DEATEIKTG
MMM KAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTG
MM KATIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTG

O R R G T

DLEDKLIRITGLVLPMENKTYEWMVDHDATIVEEDGTE RIAPEDVQYQNAS (¢
SPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASTIW,
SPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASTIW|

T ANF L AR s T Cs R T

GRLITNFAGPMNNFILG ' J\F ' 'LpF . QGGVED[JT N}z VIR GGAWNN G KRRDIT (| (e]eFea (o WEPLY A (AT SY
GRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKF SK

GRLITNFAGPMNNFILGVLVFITLAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK
PERLEE TR okokok Dokok Dok Dok D DD Dok Dok b Dokokok Dokok D1 Dokoskokok Dok Dokok ok | oskokokokokoskoskoskoskok | ookok |okok Dokoskokok | okokokokok

@;lSW\/KRsNQ@gys\/K 9&@0 o FL U ATowoe e el e g

L

QSEMNVARRYS . GNKVEIEERS S KIMERLER NLINEAYMZGINESDF P S M V(e S|UVNT NS F RINE D AINANIRNE HP DI\l QNEIe AN T MK AR
GDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMS

GDSLSVTVKRSNGQEETISVKPQIRSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMS

AGAEESLASMRL. LML ARV AR st TLACAY WL AVTIO) e

A |g8G |2S E\L|@ MLS N GIFNLIPIPALDGGKIV|EN EAIRRKPLIYQEME Y TLAGVAVMV LMIAVTWNDIMRWFF
AQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEATRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF

AQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF

K non conserved
B similar
> 507 conserved

170
166
166

255
251
251

339
336
336

423
420
420



