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NTDB id 61819 SCR2 RS03300 WP 006267466.1 MARKKSNQKVAQSVAGVFLALVLALGGYSFSNYHNHSSTKHSDSTAINRSIRKNYAAPSQELAQSVLTESVKQQLKGKIEWNGAG 85
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK...TN.LSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK...TN.LSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK...TN.LSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK...TN.LSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSG 76
consensus *!*!**!***!****!*!**!*!************* !* *********!!!!*!!*!!!!**!!*!*!!**!!!!*!

logo AF IVNEGNKNTDNLDAKVGSS IKPYADNKTKLTVRGGKRETVPTVANALLSKATRQYRKNREKETGNGSTTSWTPAPGWHQVKHNLSKGESYHTHAVDRGHL
NTDB id 61819 SCR2 RS03300 WP 006267466.1 AFIVNENKNDLDAKVGSIPYADNKTKLVRGRTVPTVANALLSKATRQYRNREETGNGSTTWTPAGWHQVKHLSGEYHHAVDRGHL 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHL 161
NTDB id 221 SPD RS09380 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHL 161
NTDB id 187 SPR RS08930 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHL 161
NTDB id 152 SP RS09870 WP 001036779.1 AFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHL 161
consensus !!!!!*!!**!!!!!*!*!!!!!!!!*!***!!!!!!!!!!!!!!!!!*!!*!!!!!!!*!!!*!!!!!!*!*!*!*!!!!!!!!

logo LGYAL IGNGLKDGFDASTSNPKNIAVQTAWANQANQASEHYSTGQNFYYETSKVRKALDKQNKRVRYRVTL IYYASENQEDLVPVSGASHQI EAKSSDG
NTDB id 61819 SCR2 RS03300 WP 006267466.1 LGYALIGNLKGFDASTSNPKNIAVQTAWANQANASHSTGQNFYETKVRKALDKNKRVRYRVTLIYASEQDLVPVGSHIEAKSSDG 255
NTDB id 262 KZH43 RS08770 WP 001036779.1 LGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDG 246
NTDB id 221 SPD RS09380 WP 001036779.1 LGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDG 246
NTDB id 187 SPR RS08930 WP 001036779.1 LGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDG 246
NTDB id 152 SP RS09870 WP 001036779.1 LGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDG 246
consensus !!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!*!**!!!!!*!!*!!!!!!!*!!!!!!!!!!*!!!**!!!!**!*!!!!!!!!
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NTDB id 61819 SCR2 RS03300 WP 006267466.1 SLEINVFVPNVQTGIRLNYQTGEVTVTN 283
NTDB id 262 KZH43 RS08770 WP 001036779.1 ELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 ELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 ELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 ELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
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