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TFTEVGANDGELVGL IGLNGAGKSTTINE I IGLLTPYKGGEQI LA IDGALKTLIQDQSDPTAASYRKQKIGFYIPETPSL

NTDB id 61802 SCR2 RS01640 WP 003033712.1 MLEIKGLTGGYVNIPVLKDISFTVGNGELVGLIGLNGAGKSTTINEIIGLLTPYKGEILIDGAKLQDSPTAYRKKIGFIPETPSL 85
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL 85
consensus !!*****!!!!*!!!!!!!**!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!*!!!***!**!**!!*!!!*!!!!!!!

logo YEELTLREHI
LETVALMAYDGVLEDQVKTVEAGFMVARVAEDKLYLTKMLFRLKDEKLDWFPVTHQFSKGMKQKVMI ICAFVIVDNPSLF IVDEPFLGLDPVLAIASD

NTDB id 61802 SCR2 RS01640 WP 003033712.1 YEELTLREHIETVAMAYDVEQKVAFARVEKLLTMFRLKEKLDWFPVHFSKGMKQKVMIICAFVVDPSLFIVDEPFLGLDPVAIAD 170
NTDB id 481 STER RS07730 WP 002951673.1 YEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
NTDB id 473 HSISS4 RS07770 WP 021143710.1 YEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD 170
consensus !!!!!!!!!*!!!*!!!*********!**!*!**!!!*!!!!!!!**!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!*!!*!

logo L I ELLEADEEKANKGKAS I LMSTHVLDSAEKMCDSRFVI LHKHGEQVIRLAKQGNTI
L
A
D
EELRAQETFAGMDDPSESASLNDIYLMVQLTEKEGAESLLS

NTDB id 61802 SCR2 RS01640 WP 003033712.1 LIELLEDEKAKGKSILMSTHVLDSAEKMCDSFVILHKGEIRAKGNLAELRAEFAMPEASLNDIYLVLTEEASL 243
NTDB id 481 STER RS07730 WP 002951673.1 LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKGELS 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKGELS 243
consensus !!!!!**!!!*!!*!!!!!!!!!!!!!!!!*!!!!!*!***!*!***!!!**!** *!!!!!!!**!!*****
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