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NTDB id 486 SM12261 RS09375 WP 020902616.1 MDFLAVLVVILHIFIISKSYYLICKNKINIKEL......CFFGG....YTFLVESVFELSFYFIYLDGLG..IEKFLFPLVLYSY 73
NTDB id 514 SMSK321 RS10615 WP 001048129.1 MNLFGVGLVIVYFLIISHSYRLICKGQINRKEL......YVFSA....YILLTEIVLDFPSYLLHLDDLG..IVKFLFPLVLYSY 73
NTDB id 138 SP RS11430 WP 000364845.1 MDLLGFGTVIVHFLIISHSYRLICKGRINRKEL......YVFGA....YTLLTEIVLEFSFYLLYLDKIG..IERFLFPLGLYSY 73
NTDB id 249 KZH43 RS10250 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFICKGQINRKEL......FVFGA....YTLLTEIVFDFPLYILYLDGLG..IERFLFPLGLYSY 73
NTDB id 208 SPD RS10925 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFICKGQINRKEL......FVFGA....YTLLTEIVFDFPLYILYLDGLG..IERFLFPLGLYSY 73
NTDB id 174 SPR RS10405 WP 000362880.1 MDLFGFGTVIVHFLIISHSYHFICKGQINRKEL......FVFGA....YTLLTEIVFDFPLYILYLDGLG..IERFLFPLGLYSY 73
NTDB id 61792 SAIN RS09425 WP 021002245.1 MNLDKI.FIIISFIIGILSFSI.VHKKISKVKIIDFRFTLLCLC...........LFLFSSFINSINSLLAYLCLLLEPVIIYFY 72
NTDB id 419 DQL23 RS10745 WP 060553298.1 MILKII.IAFFPTIIQVVSYEI.FHKKIMQSKKIDIKFIGLFFSIVFGISIISSILIEIPSFGDVISSIFHYIFLFIQPLIFYKY 83
NTDB id 416 SGO RS10505 WP 012131078.1 MIFTII.LSLFPVIIQVFSYDF.FYNKINRKKKINIKLIILFWGLIMVISFLYSLFLLLPDYWKIFRDIFHYLFLLIQPLIFYKY 83
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NTDB id 486 SM12261 RS09375 WP 020902616.1 FR.FIKKYEKYRGVFLSLLLSLLYNSTHTFLSVTLSSIIGDDTALQYHSLFFLVVVALTYVVIVTIIRYFHLELNYFDKDYLYPF 157
NTDB id 514 SMSK321 RS10615 WP 001048129.1 FR.WIKQYERDRGLFLSLLLSLLYESTHNFLSVTLSSLTGDNFVLQYYEPFFFLVTVLTYVVILKIIHYFHLDLNYFDKDYLYPF 157
NTDB id 138 SP RS11430 WP 000364845.1 FR.WMKQYERDRGLFLSLLLSLLYESTHNFLSVIFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDKDYLYPF 157
NTDB id 249 KZH43 RS10250 WP 000362880.1 FR.WMKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLYPF 157
NTDB id 208 SPD RS10925 WP 000362880.1 FR.WMKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLYPF 157
NTDB id 174 SPR RS10405 WP 000362880.1 FR.WMKQYERDRGLFLSLLLSLLYESTHNFLSVTFSSITGDNFVLQYHFPFFFVVTVLTYFVTLKIIYYFHLELAYFDEDYLYPF 157
NTDB id 61792 SAIN RS09425 WP 021002245.1 FY.RFKKYEKCISVFATFLIYSSVTTSETFFSVIISSVTGDKFVDRYWGLFYIFINIISLVFILKAIDYFKFNFKYFKKADFKEN 156
NTDB id 419 DQL23 RS10745 WP 060553298.1 FL.KRKEYDNYLNLFLSFVIYLSVETSETFLSVIISSITGDYFVKQHYDIFYIIINLLSLFIILKVVDFFDFYFEYYKEPIYKND 167
NTDB id 416 SGO RS10505 WP 012131078.1 FLIKRKEYENYLNLFLSFVIYLSVETSETFLSVIISSITGDSFVKQHYDIFYIIINLLSLFIILKVVDFFDFYFEYYKEPIYKND 168
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NTDB id 486 SM12261 RS09375 WP 020902616.1 LKKVFFALLLLHVVSFISDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKEKMEKEIALKQKKFEQKHLQNYTDEIVGLYNE 242
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LTKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKDQMEKEIALKQKKFEQKHLQNYTDEIVGLYNE 242
NTDB id 138 SP RS11430 WP 000364845.1 LKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYNE 242
NTDB id 249 KZH43 RS10250 WP 000362880.1 LKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYNE 242
NTDB id 208 SPD RS10925 WP 000362880.1 LKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYNE 242
NTDB id 174 SPR RS10405 WP 000362880.1 LKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKVQMEKEIALKQKKFEQKHLQNYTDEIVGLYNE 242
NTDB id 61792 SAIN RS09425 WP 021002245.1 IVQLNFYLLFIHFLLNLSHWLSNMKNLNSFSSMIATICFLMFMSTLFYLQSIREKYEKEEQIKQKEREQLQLQKYTDEIVSLYNE 241
NTDB id 419 DQL23 RS10745 WP 060553298.1 LYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQHEKAKEIQQKKEEQRQLQLYTDEIVGLYNE 252
NTDB id 416 SGO RS10505 WP 012131078.1 LYNVNKSYIVIHILLNISHWFSENAHLNSFASMIATIGFIMFLSTLFYLKSAREQYEKAKEIQQKKEEQRQLQLYTDEIVGLYNE 253
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NTDB id 486 SM12261 RS09375 WP 020902616.1 IRGFRHDYAGMLVSMQMAIDSGDLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKDK 327
NTDB id 514 SMSK321 RS10615 WP 001048129.1 IRGFRHDYAGMLVSMQMAIDSGNLQEIDRVYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKDI 327
NTDB id 138 SP RS11430 WP 000364845.1 IRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKDT 327
NTDB id 249 KZH43 RS10250 WP 000362880.1 IRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKDT 327
NTDB id 208 SPD RS10925 WP 000362880.1 IRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKDT 327
NTDB id 174 SPR RS10405 WP 000362880.1 IRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRSLVAQSIVYARNNGVEFTLEVKDT 327
NTDB id 61792 SAIN RS09425 WP 021002245.1 IRGFRHDYGGMLASFQSAIHTGDIKEVERIYQEVLVNANLQLRSDKYTYFDLNNVGDSALRSVMTQTLFKARDYNIELTFEVKDF 326
NTDB id 419 DQL23 RS10745 WP 060553298.1 IRGFRHDYAGMLISLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRSVLIQTIFKARECGVEIVFEMKDV 337
NTDB id 416 SGO RS10505 WP 012131078.1 IRGFRHDYAGMLTSLQTGINSGDMKEVERIFHNVLSQANISLRSDDYTFFELNNVQDTALRSVLIQTIFKARECGVEIVFEMKDV 338
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NTDB id 486 SM12261 RS09375 WP 020902616.1 ITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKEL 412
NTDB id 514 SMSK321 RS10615 WP 001048129.1 ITRLPIDLLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKEL 412
NTDB id 138 SP RS11430 WP 000364845.1 ITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKEL 412
NTDB id 249 KZH43 RS10250 WP 000362880.1 ITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKEL 412
NTDB id 208 SPD RS10925 WP 000362880.1 ITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKEL 412
NTDB id 174 SPR RS10405 WP 000362880.1 ITKLPIELLDLVRIMSVLLNNAVEGSADSYKKQMEVAVIKMETETVIVIQNSCKMTMTPSGDLFALGFSTKGRNRGVGLNNVKEL 412
NTDB id 61792 SAIN RS09425 WP 021002245.1 VKPLPIKLLDLVRMTSVLLNNAIEGSAESYQKTMNVSLVDLDTETILVIQNSRKKRPLDLEEIYQTDFSTKGEGRGLGLSNIKEI 411
NTDB id 419 DQL23 RS10745 WP 060553298.1 IETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRYINLEEIYEVGFSTKGENRGLGLNNVKEI 422
NTDB id 416 SGO RS10505 WP 012131078.1 IETLPMKLLDLVRVASVLLNNAVEGAAESPSKTMNVSLVKLDKEIVFVIQNSRQSRYINLEEIYEVGFSTKGENRGLGLNNVKEI 423
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NTDB id 486 SM12261 RS09375 WP 020902616.1 LDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 LDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 138 SP RS11430 WP 000364845.1 LDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 LDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 208 SPD RS10925 WP 000362880.1 LDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 174 SPR RS10405 WP 000362880.1 LDKYNNIILETEMEGSTFRQIIRFKREFE. 441
NTDB id 61792 SAIN RS09425 WP 021002245.1 INNYEGIILDTKIEDEYFTQVMRVRKEGL. 440
NTDB id 419 DQL23 RS10745 WP 060553298.1 IDKYDEVILETDIETNYFIQVVRFKRKEKI 452
NTDB id 416 SGO RS10505 WP 012131078.1 IDKYDEVILETDIETNYFIQVVRFKRKEKI 453
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