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NTDB id 525 SMSK321 RS06295 WP 000705298.1 .......... K. .
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NTDB id 157 SP RS06205 WP 000705306.1 .......... K. .IN ..

consensus b3 % * kkk kxk k % * ok kk ok * 3 %k %k % %k %k %k %k %

Grdt SFILD. V'l e L O ol AN SRt el
BSi Bl <L Skt AAva.f'GYNYLTY ERE sl ASE k == & ATV‘\"l =Xk /\ E

NTDB id 25 SA RS06185 WP 000593194.1 = |JQoL@ML.............. KVSYIMYMDSENGHVLIRKINRYQ FIRNRRECe K NNMHEENARE:ID S SYTQQ F SNDK

NTDB id 40 MW RS06080 WP 000593192.1 = [IQoL@ML.............. KVSYIMYMDSENRVLINKIZNRYQ FIZANNA e MK INEN N MHENARCINID SIS YTQQ SNDK

NTDB id 114 BSU 16110 NP 389493.1 YPKLERVLAAYREQGIN.IPSSKQ WIRK SEREMPIZ A AR INPIIAY[®KQV N TKEMC

NTDB id 1250 GC085 RS13065 WP 027219989.1  TBLEWL....S...... SSENHHILEWDSPY}#5ALIMKIRIADIP)IF . RN IN ARJVTENENARAFSREMS

NTDB id 599 KW2 RS05940 WP 021037268.1 . .S ............ . ARJVGSRINNEINEIGINYSV ' K ' J§LI

NTDB id 407 SMU RS04605 WP 002262865.1 . E ............ l LISYIY ¥PVLLFY[@NG LDLLEV:AR AYNERIN AR Q MGV A VK

NTDB id 61770 SAIN RS04930 WP 021001698.1 .S LEIY HPVLLFYKGNLDLLK)HS AVVGSRIBISEAUGEINSYV K

NTDB id 525 SMSK321 RS06295 WP 000705298.1 S 1 LNEIYDI\PVLLFYKGNLDLLK]|3® RAYNERINS CHIK Q[ A KEAAN'S

NTDB id 497 SM12261 RS05565 WP 000705318.1 B P LYEIYDINPVLLFYKGNLDLLKJS AVVGSRINGSIQGIVASVEK

NTDB id 267 KZH43 RS05590 WP 000705306.1 S I LYEIYDI\PVLLFYKGNLDLLK]|3® AYNERIN A CHIK Q[¢] A KEAAN'S

NTDB id 226 SPD RS05990 WP 000705306.1 J T LEEIYDIWPVLLFYKGNLDLLK]|3® AYERI A CRIK Q[¢ A KEAAN'S

NTDB id 192 SPR RS05715 WP 000705306.1 B P LEIYDINPVLLFYKGNLDLLK)JS AVVGSRINSSIQAGINASVEK

NTDB id 157 SP RS06205 WP 000705306.1 BN LYEIYDI\PVLLFYKGNLDLLK]|3® AVVGSRSGSVEK

consensus * *kxkkkekx || | Pskx |okoskokosk 15k sk ok ko ok kokor Dokl * 3k % % *

VL o L7l oy s VAR e o L
aug/y ! A A NMR LAFVEQLR éT /B\ gli‘ EH L .gmjfgu é SE

NTDB id 25 SA RS06185 WP 000593194.1 FEHQTHYARAYS TLAIRRNKINEEK GIR/ARSIANYPIZH T P I A)GERINZ ERANNRESEIN S

NTDB id 40 MW RS06080 WP 000593192.1

NTDB id 114 BSU 16110 NP 389493.1 Q

NTDB id 1250 GC085 RS13065 WP 027219989.1 IFABQINTENGIRRRSISEP LK SP)d HFPRNRII GLEIN

NTDB id 599 KW2 RS05940 WP 021037268.1 N BJ{TVSGLA GIDTA H Q Y |SYNLVLSEYSIRSINIPLK HFPRRNRIIAGLER

NTDB id 407 SMU RS04605 WP 002262865.1 BRIV I SGLA GIDTAAH H LQDYI |JQYHL LSEYIWYASINPLK HFPJARNRIIAGLE]S

NTDB id 61770 SAIN RS04930 WP 021001698.1 N ILVIVSGLA GIDT AH TIAVIGTGLDVFYP AN LQEFY |SHLVLSEYERJNNIPLK HFP@RNRIIAGL{R

NTDB id 525 SMSK321 RS06295 WP 000705298.1 . NEIRARATEIN UeNRINY.V.Y; TIAVIGTGLDVFYPKIEIN LQDYISNBHLVLSEY¢PEINRPL.K HFPIARNRIIAGL{®R

NTDB id 497 SM12261 RS05565 WP 000705318.1 .NEIRAREICN RNV TIAVIGTGLDVFYPKEIN LQDYI NWHLVLSEY@EPEGAPLK HFPIARNRIIAGL{$R

NTDB id 267 KZH43 RS05590 WP 000705306.1 N IMLVIVSGLA GIDTAAH TIAVIGTGLDVFYPKEIN LQDYI WWHLVLSEY@EPEGAPLK HFPEARNRIIAGL{$R

NTDB id 226 SPD RS05990 WP 000705306.1 N INLVIVSGLA GIDTAAH TIAVIGTGLDVFYPKIIN LQDYI WNBHLVLSEY¢PEMRPLK HFPIARNRIIAGL{®R

NTDB id 192 SPR RS05715 WP 000705306.1 N IMLVIVSGLA GIDTAAH TIAVIGTGLDVFYPKEIN LQDYI WNWHLVLSEYEPEAPLK HFPIARNRIIAGL($R

NTDB id 157 SP RS06205 WP 000705306.1 N INLVIVSGLA GIDTAAH TIAVIGTGLDVFYPKEIN LQDYI WBHLVLSEY¢PEIMRPL.K HFPIARNRIIAGL{®R

consensus dok Lok DT Do Do Dok ok L Pkokokok |1k kokokokokok  kokkor | Dk ¥ sk LD ERTT

140
140
138
138
132
131
131
133
133
133
133
133
133

225
225
223
223
216
215
215
217
217
217
217
217
217



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

25 SA RS06185 WP 000593194.1
40 MW RS06080 WP 000593192.1

114

BSU 16110 NP 389493.1

1250 GCO85 RS13065 WP 027219989.1

599
407

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

61770 SAIN RS04930 WP 021001698.1

525
497
267
226
192
157

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

SMSK321 RS06295 WP 000705298.1
SM12261 RS05565 WP 000705318.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1

25 SA RS06185 WP 000593194.1
40 MW RS06080 WP 000593192.1

114

BSU 16110 NP 389493.1

1250 GCO85 RS13065 WP 027219989.1

599
407

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

61770 SAIN RS04930 WP 021001698.1

525
497
267
226
192
157

consensus

SMSK321 RS06295 WP 000705298.1
SM12261 RS05565 WP 000705318.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1

IR L

RSGSLITCERAMEEGRDVF[] PGIILDG

TIA ERDURALP 1o e,

S GCHHLIQEGAK

GVIVAEAK RSGSLITCERAMEEGRDVFAIIGSILDGISDGCHHLIQEGAK

GVIVAEAK RSGSLITCERAMEEGRDVFAIPGSILDG
GVIVAEAK RSGSLITCERAMEEGRDVFAIPGSILDG
GVIVAEAK RSGSLITCERAMEEGRDVFAIPGSILDG
RSGSLITCERAMEEGRDVFAIPGSILDG
RSGSLITCERAMEEGRDVFAIPGSILDG
RSGSLITCERAMEEGRDVFAIPGSILDG

skokokorkokokokokok LD b Pk Dok Dokok |k *% | * %k X

SDGCHHLIQEGAKLVTSG
SDGCHHLIQEGAKLVTSG
SDGCHHLIQEGAKLVTSG
SDGCHHLIQEGAKLVTSG
SDGCHHLIQEGAKLVTSG
SDGCHHLIQEGAKLVTSG
sok Dokokokofok Dok DD skokokokokok |k

..................................................... 290
..................................................... 290
..................................................... 297
LVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
..................................................... 282
..................................................... 280
..................................................... 280
..................................................... 282
..................................................... 282
..................................................... 282
..................................................... 282
..................................................... 282
..................................................... 282

K non conserved
B similar
>50% conserved

BTl

EFsSLAS

<EN

290
290
297
308
282
280
280
282
282
282
282
282
282



