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NTDB id 25 SA RS06185 WP 000593194.1 ...........MIKLF.....LLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVLLLRKYYAFIKLDHNDII 69
NTDB id 40 MW RS06080 WP 000593192.1 ...........MIKLF.....LLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDII 69
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTS.............................PVLQTVT...RDQIKAAALK 53
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ............MNNLQPLLALNRMKRIGP.....RT.VLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQT...IKNFDPDFIK 64
NTDB id 599 KW2 RS05940 WP 021037268.1 ...........MITNFD....LFRWKKAGMTNLGVNK.LLKFFRKYDRKISLRQM..GQVAQVKSIPNFIEQ...YKNQDVKKLR 64
NTDB id 407 SMU RS04605 WP 002262865.1 ............MDNFQ....LFKLKKAGLTNLNILN.IIDYEERTQKSLSLRDM..AVVSKNKKPLIFMEH...YKNLDSKALR 63
NTDB id 61770 SAIN RS04930 WP 021001698.1 ............MDNFD....IYKLKEAGLTNQQVIN.VLSYAEIQEKELSVKDM..AVVSECRNPALFIEK...YLQLDDDLLR 63
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..........MKITNYE....IYKLKKSGLTNQQILK.VLEYGENVDQELLLGDI..ADISGCRNPAVFMER...YFQIDDAHLE 65
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..........MKITNYE....IYKLKKSGLTNQQVLA.VLEYGENVDQELLLGDI..AEISGCRNPAVFMER...YFQIDDAHLE 65
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILK.VLEYGENVDQELLLGDI..ADISGCRNPAVFMER...YFQIDDAHLS 65
NTDB id 226 SPD RS05990 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILK.VLEYGENVDQELLLGDI..ADISGCRNPAVFMER...YFQIDDAHLS 65
NTDB id 192 SPR RS05715 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILK.VLEYGENVDQELLLGDI..ADISGCRNPAVFMER...YFQIDDAHLS 65
NTDB id 157 SP RS06205 WP 000705306.1 ..........MKITNYE....IYKLKKSGLTNQQILK.VLEYGENVDQELLLGDI..ADISGCRNPAVFMER...YFQIDDAHLS 65
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NTDB id 25 SA RS06185 WP 000593194.1 KELQKL..............KVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDK 140
NTDB id 40 MW RS06080 WP 000593192.1 KELQKL..............KVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDK 140
NTDB id 114 BSU 16110 NP 389493.1 NEIEQFYPKLPRVLAAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEIC 138
NTDB id 1250 GCO85 RS13065 WP 027219989.1 TDLNWL....S......SSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREIS 138
NTDB id 599 KW2 RS05940 WP 021037268.1 ADYKKF....S............SFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTELN 132
NTDB id 407 SMU RS04605 WP 002262865.1 KEFNRF....P............SLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQDLS 131
NTDB id 61770 SAIN RS04930 WP 021001698.1 QEFEKF....S............SFSILDDVYPWDLSEIYNPPVLLFYKGNLDLLKL.PKVAVVGSRNSSRVGSQSVQKIIKELN 131
NTDB id 525 SMSK321 RS06295 WP 000705298.1 KEFKKI....P............SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQGLE 133
NTDB id 497 SM12261 RS05565 WP 000705318.1 KEFQKF....P............SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE 133
NTDB id 267 KZH43 RS05590 WP 000705306.1 KEFQKF....P............SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE 133
NTDB id 226 SPD RS05990 WP 000705306.1 KEFQKF....P............SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE 133
NTDB id 192 SPR RS05715 WP 000705306.1 KEFQKF....P............SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE 133
NTDB id 157 SP RS06205 WP 000705306.1 KEFQKF....P............SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQGLE 133
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NTDB id 25 SA RS06185 WP 000593194.1 SKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSK 225
NTDB id 40 MW RS06080 WP 000593192.1 SKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSK 225
NTDB id 114 BSU 16110 NP 389493.1 RKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSE 223
NTDB id 1250 GCO85 RS13065 WP 027219989.1 RHGVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSL 223
NTDB id 599 KW2 RS05940 WP 021037268.1 .QSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSR 216
NTDB id 407 SMU RS04605 WP 002262865.1 .KQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQ 215
NTDB id 61770 SAIN RS04930 WP 021001698.1 .NELVIVSGLARGIDTSAHMAALQNGGRTIAVIGTGLDVFYPRANKKLQSYLGEHHLVLSEYGSEAEPLKFHFPERNRIIAGLCR 215
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 497 SM12261 RS05565 WP 000705318.1 .NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 267 KZH43 RS05590 WP 000705306.1 .NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 226 SPD RS05990 WP 000705306.1 .NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 192 SPR RS05715 WP 000705306.1 .NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
NTDB id 157 SP RS06205 WP 000705306.1 .NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCR 217
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NTDB id 25 SA RS06185 WP 000593194.1 GVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI.................... 290
NTDB id 40 MW RS06080 WP 000593192.1 GVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI.................... 290
NTDB id 114 BSU 16110 NP 389493.1 GVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF........... 297
NTDB id 1250 GCO85 RS13065 WP 027219989.1 CILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKEN 308
NTDB id 599 KW2 RS05940 WP 021037268.1 GVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 GVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF.................... 280
NTDB id 61770 SAIN RS04930 WP 021001698.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAILGSILDGRSDGCHHLIQEGAKCVTSGADVLSEFQF.................... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
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